Table S1. Primers for real-time PCR analysis and vector construction of SaPCR2.

Primer ID Primer sequence (5" to 3') Function Reference
SaACTIN1-qF1 TGTGCTTTCCCTCTATGCC Real-time PCR 1]
SaACTIN1-qR1 CTGCTCCATACAAGCCAACCACG

SaPCR2-gF1 GCGGTGGGATGTGGTCTAC .

SaPCR2-qR1 CGATAATCTCGGCTATTTGGC Real-time PCR (2]
pDR196-SaPCR2-F1 tataccccagectcgactagt ATGTATCCATCTTTGTCTG — Vector 2]
pDR196-SaPCR2-R1 gataagcttgatatcgaattcTCATCTACTCATCCCCTGC  construction
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Figure S1. Trace elements uptake, including (a) Zn, (b) Mn, (c) Cu, and (d) Fe, in the non-
hyperaccumulating ecotype (NHE) Sedum alfredii wild type (WT) and SaPCR2
overexpressing lines (L1 and L2) after five-week-preculturing. Uptake was calculated in
terms of the root dry weight. Different letters indicate significant differences between
genotype in a treatment (P < 0.05). Error bars = mean + standard error (SE; n = 3).
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Figure S2. Root tip structures of the non-hyperaccumulating ecotype (NHE) Sedum alfredii
wild type (WT) and SaPCR2 overexpressing lines (L1 and L2) grown in normal nutrient
solution. (a) Growth of root tips. Bar=200 um. (b) Length of meristematic zone and
elongation zone. Error bars = mean + SE (n=5).
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Figure S3. Alignment of protein sequences of SaPCR2, AtZIP1, AtZIP2, and NcZNT1. Red
box indicated a highly conserved sequence region.
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