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Figure S1. Temperature and salinity profiles. Profiles of (A) Temperature, and (B) Salinity from the
four regions registered during the PEGASO expedition. The color indicates different sampling days.
See the explanation in Figure 1 for acronyms.

Figure S2. Randomly amplified polymorphic DNA gel image. Gel electrophoresis from viral DNA
concentrates from the four regions and both depth layers (Surface and DCM). The numbers below
each line indicate the station number. First, middle (indicated) and last lanes are the EasyLadder I
(Ladder), Bioline. Molecular weight markers are indicated in base pairs (bp). Sharp differences on the
gray shades are due to the side-merge of different gels images (several gels were run in order to work
with the best quality gels). Asterisk (*) indicates that those lanes (i.e. stations) were not used in the

statistical analyses. See the explanation in Figure 1 for acronyms.
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Figure S3. Viral community banding pattern. Summary of the band pattern obtained in the gel
electrophoresis (Figure S2). The presence of bands at each station is depicted with a black dot (surface)
and a red dot (DCM). When the same band showed up at both depth layers in the same station, a
yellow box has been drawn. Asterisk (*) indicates the stations where no diversity samples were
measured at the DCM. See the explanation in Figure 1 for acronyms.




NMDS2

NMDS ~ Viral Diversity

stress = 0.171 Depth layer
@® SURF
0.4+ O ocm
270
Region
o o e 55 ® ® NSO
66
o S @ sso
: = @ NSG
es. 58. 43 ® wa
43 (o)
22 .
o 38 .30
@)
0.0 20010
4
O ®w ue
227 1470 o o g
4 18 27
O 17@® 34
Gb i sso 30
18 14 (9)
-0.2
38
- o)
62
e}
45
04 02 0.0 0.2 04 0.6 0.8
NMDS1

Figure S4. Non-Metric Multidimensional Scaling (NMDS) of the marine viral community
composition from surface and DCM plotted together. Full dots represent surface communities and
empty circles represent DCM samples. Numbers correspond to the station sampled. See explanation
in Figure 1 for acronyms.
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Table 1. Physicochemical variables measured during the PEGASO cruise. Sample code: station number and date. Lat (S): Latitude. Long (W): Longitude. Depth (m): surface
-4m- and the DCM. Temperature, Salinity, Nutrients: nitrate (NOs), nitrite (NO2), ammonia (NH4+*), silicate (SiO+*), and phosphate (POs+*). FDOM: Fluorescence of
Dissolved Organic Matter peak-t. See explanation in Figure 1 for acronyms.

Sample code (PEGASO_station Depth Temperature Salinity NOs;- NO,- NHs" SiOs PO FDOM
Sampling site
number_date[year/month/day]) Lat(S) Long (W) (m) ({9 @esv)y @M M) M) M) @M) [R.U)
NSO PGS_CTD3_150110 600021 460876 4 0.51 33.89 28215 0.184 0.209 47.05 145 2229
NSO PGS_CTD4_150110 600082 460402 4 0.57 33.83 29979 0231 1369 4577 2.17 1748
600082 460402 68 0.11 34.15 - - - - - -
NSO PGS_CTD6 150111 595873 460099 4 0.43 3388 28.646 0.159 0.238 4448 223 1434
595873 460099 45 0.65 34.08 - - - - - -
NSO PGS_CTD7_150111 595853 460268 4 0.58 33.90 27.022 0.164 0.571 4490 2.12 1531
595853 460268 38 —0.36 33.99 - - - - - -
NSO PGS_CTD8 150111 595940 460092 4 0.53 3390 26.705 0.197 0.795 43.01 2.00 2.20
595940 460092 38 -0.19 33.99 - - - - - -
NSO PGS_CTD10_150111 595932 455931 4 0.53 33.89 26257 0.288 6.56 43.81 2.00 227
595932 455931 35 —0.01 34.00 - - - - - -
NSO PGS_CTD11 150112 595938 455824 4 0.45 3391 28975 0.209 1.342 4899 2.08 -
595938 455824 35 0.02 33.97 - - - - - -
NSO PGS_CTD12_150112 595931 455515 4 0.40 3391 24.061 0257 5375 4738 1.78  5.60
595931 455515 36 -0.22 34.00 - - - - - -
NSO PGS_CTD14 150112 595937 455495 4 0.51 33.88 28.187 0.229 0.522 53.58 1.99 421
595937 455495 38 0.01 34.00 - - - - - -
NSO PGS_CTD15_150112 595952 455504 4 0.79 33.91 2549 0222 0.884 51.72 1.88  3.96
595952 455504 39 -0.33 34.03 - - - - - -
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Table 2. Biological variables measured during the PEGASO cruise. Station code: station number and date. Depth (m): surface -4m- and the DCM. V1, V2, and V3:
abundances of the different fluorescent-class fractions of the viral counts. Total VA: total viral abundance accounting for all fluorescent classes. VPR: Viral-Prokaryote ratio.
Prokaryote Ab.: Prokaryote Abundance. PHP: Prokaryotic heterotrophic production. Chl-a: Chlorophyll a concentration. RAPD: indicates the samples from which analysis
of fingerprinting (Randomly Amplified Polymorphic DNA) were performed. See explanation in Figure 1 for acronyms.

Sampling Sample code (PEGASO_station Depth A% V2 V3 Total VA Prokaryote Ab. PHP Chl-a RAPD
site number_date[year/month/day]) (m) (106mL-?) (106mL-1) (106mL-?) (10mL-l) VPR (105mL-7) (ug C1d1) (ugL)
NSO PGS_CTD3_150110 4 2.08 1.48 0.28 3.82 16.71 2.29 0.48 1.98 -
NSO PGS_CTD4_150110 4 1.87 1.49 0.32 3.66 18.96 1.93 0.35 1.62 Yes
68 1.07 1.03 0.19 2.27 7.72 2.94 0.27 0.92 Yes
NSO PGS_CTD6_150111 4 427 3.46 0.31 7.94 28.80 2.76 0.81 1.81 Yes
45 1.99 1.20 0.16 3.32 10.30 3.22 0.26 1.96 Yes
NSO PGS_CTD7_150111 4 5.35 4.01 0.50 9.79 60.98 1.61 0.78 1.82 -
38 2.01 1.68 0.29 3.95 23.18 1.70 0.36 1.75 -
NSO PGS_CTD8_150111 4 423 297 0.38 7.51 44.32 1.70 0.75 1.93 -
38 3.77 3.53 0.74 7.97 53.21 1.50 0.24 1.95 -
NSO PGS_CTD10_150111 4 1.70 1.25 0.16 3.09 19.37 1.60 0.45 221 Yes
35 1.63 1.13 0.20 2.94 15.45 1.90 0.32 1.95 Yes
NSO PGS_CTD11_150112 4 2.66 1.98 0.36 4.96 16.84 2.95 0.46 2.07 -
35 1.95 1.44 0.29 3.65 14.47 2.52 0.25 1.82 -
NSO PGS_CTD12_150112 4 2.09 1.49 0.31 3.86 13.96 2.77 0.50 2.19 -
36 1.30 1.18 0.24 2.70 8.95 3.02 0.26 1.43 -
NSO PGS_CTD14_150112 4 1.39 1.81 0.29 3.47 13.76 2.52 0.46 1.93 Yes
38 1.07 0.97 0.20 2.23 8.47 2.63 0.15 1.67 Yes
NSO PGS_CTD15_150112 4 1.14 0.83 0.17 2.12 9.21 2.30 0.36 1.58 -
39 0.20 0.19 0.02 0.41 1.52 2.67 0.31 1.17 -

NSO PGS_CTD17_150112 4 2.26 1.70 0.27 4.20 18.24 2.30 0.39 2.11 Yes
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PGS_CTD56_150125

PGS_CTD58_150202

PGS_CTD59_150202

PGS_CTD60_150202

PGS_CTD62_150202

PGS_CTD63_150203

PGS_CTD64_150203

PGS_CTD66_150203

PGS_CTD67_150203

PGS_CTD68_150203

15

65

66

40

11

15

11

20

11

11

20

22

22

11.17
11.82
5.32
4.09
5.16
4.86
5.31
6.37
5.46
8.54
4.80
4.05
3.59
3.26
3.38
6.77
1.36
6.71
5.95
7.16
8.13
6.98

11.03

15.16

13.86
15.55
5.51
7.31
5.43
6.90
5.75
6.03
4.99
7.32
4.03
4.70
4.06
4.22
4.57
7.57
1.71
4.90
4.87
5.30
5.67
4.47

10.72

12.79

221
3.22
1.39
1.62
0.89
0.96
0.61
0.65
0.57
0.45
0.59
0.64
0.57
0.59
0.74
0.97
0.23
0.87
0.65
0.59
1.06
0.21

27.33
30.38
12.17
12.95
11.40
12.65
11.62
12.96
10.94
16.14
9.35
9.31
8.15
8.03
8.64
15.18
3.28
12.40
11.37
12.93
14.77

11.50

22.72

29.09

53.81
55.32
20.63
20.44
17.14
19.48
15.94
30.89
47.74
68.18
33.30
24.72
22.08
21.58
16.43
59.80
12.31
48.71
46.42
54.09
59.93
24,86

52.24

66.25

5.08
5.49
5.90
6.33
6.65
6.50
7.29
4.19
2.29
2.37
2.81
3.77
3.69
3.72
5.26
2.54
2.66
2.55
2.45
2.39
2.47
4.64
4.66
4.35
4.39

1.07
1.72
0.57
0.95
0.49
0.38
0.37
0.28
0.32
0.26
0.27
0.14
0.13
0.15
0.35
0.31
0.34
0.30
0.43
0.32
0.52
0.28

6.77
2.18
3.53
531
6.06
1.92
3.53
491
5.30
3.65
4.31
4.61
4.38
391
1.97
3.41
3.24
4.28
3.93
4.14
3.97
3.90
2.66
3.67
3.64

Yes

Yes

Yes

Yes
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