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Description

Sequence reads

Hydrogenophaga sp.

Pedobacter sp.

Nevskia sp.

Rhizobium sp.

Cladosporium sp.

GTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGG
TTTTGTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGTTTGTG
ACTGCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTG
AAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCC
TGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG
GGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGG
CTTATTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGAT
ACTGATGAGCTTGAATACACTAGAGGTAGGCGGAATGTGACAAGTAGCGGTG
AAATGCATAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTACTATGGTG
TCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGG
AGAGGGTGCTAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGG
TTTGATAAGTCGATTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCGGTCGAT
ACTGTCAGACTAGAAAACGGTAGAGGGAGGCGGAACTCCAGGTGTAGCGGTG
AAATGCGTAGATATCTGGAAGAACACCGATGGCGAAGGCAACCTCCTGGGCC
TGTTTTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGG
GAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGG
ATCGATCAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGAACTGCCTTTGAT
ACTGTCGGTCTAGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTG
AAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCC
ATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG
CAGCTCCAATAGCGTATATTAAAGTTGTTGCAGTTAAAAAGCTCGTAGTTGAA
CCTTGGGCCTGGCTGGCCGGTCCGCCTCACCGCGTGTACTGGTCCGGCCGGG
CCTTTCCTTCTGGGGAACCTCATGCCCTTCACTGGGCGTGTTGGGGAACCAGG
ACTTTTACTTTGAAAAAATTAGAGTGTTCAAAGCAGGCCTTTGCTCGAATACAT
TAGCATGGAATAATAGAATAGGACGTGTGGTTCTATTT

Highly similar seq e in the NCBI datat Seq e Read Run
(accession no., % similarity) (SRR)
Hydrogenophaga sp. PBL-H3(B4) ( ,  SRR9202442

99.6)

Pedobacter sp. strain PAMC 27299 (MT555397, SRR9202456

Nevskia Ramosa strain MAFF 211643 ( SRR9202435
Rhizobium sp. PN2-B10P5-20 ( ,100) SRR9202435
Cladosporium sp. SICAUCC 20-0009 ( , SRR9202458



