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Figure S2. Maximum likelihood phylogenetic tree based on SNPs of core genome of Chilean L. 2 
monocytogenes using 55 L. monocytogenes sequences as references. Phylogenetic tree representing the 3 
two lineages identified in this study, ID of the isolates from clinical samples are colored in blue and 4 
ID of the isolates from non-clinical samples are colored in green. 5 


