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1 Supplementary Figures and Tables 

Supplementary Figure S1: Distribution of differentially expressed genes after 24 h 

of co-culture. The red points indicate differentially expressed genes. 



Supplementary Table S1: General features of dual RNA-seq sequences against 

reference genomes. CBS I, CBS II, CBS III: T. rubrum libraries; CO I, CO II, CO III: 

co-culture libraries; H I, H II, H III: human keratinocyte libraries. The libraries were 

constructed in triplicate, with I, II and III corresponding to the sample number of each 

condition. PE: paired-end sequence; SR: single read sequence.   

Supplementary Table S2: Complete list of genes differentially expressed in 

keratinocytes after 24 h of co-culture. 

Supplementary Table S3: Complete list of genes differentially expressed in T. 

rubrum after 24 h of co-culture. 

Supplementary Table S4: Primers used for qPCR analysis. 
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