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Table S1. Comparison of the domain architectures of randomly selected lancelet proteins with those of their human Swiss-Prot orthologs. Proteins of Branchiostoma belcheri, containing at least two Pfam-A domains, were randomly selected and their lancelet and human Swiss-Prot orthologs were identified by the reciprocal best-hit method. Domain architectures, defined as the linear sequence of Pfam-A domains, were determined with Pfam. The first five columns of the table list the sequence identities (IDs) of pedicted proteins (B. belcheri and B. floridae), sequence IDs of trancripts of orthologous protein-coding genes (Asymmetron lucayanum and B. lanceolatum), and IDs of human Swiss-Prot entries. The last five columns of the table indicate the PfamA domains present in the various entries. Cells containing entries whose domain architecture is identical with those of orthologs in the Swiss-Prot database are highlighted in green.
	Sequence ID
	Domain architecture

	B. belcheri
	B. floridae
	A. lucayanum
	B. lanceolatum
	H. sapiens
	B. belcheri
	B. floridae
	A. lucayanum
	B. lanceolatum
	H. sapiens

	001440_PFF0 
	XP_002598316.1 
	GETC01094825.1
	JT883544.1
	P13674.2
	P4Ha_N 
	P4Ha_N
	P4Ha_N
	
	P4Ha_N

	
	
	
	
	
	2OG-FeII_Oxy_3
	2OG-FeII_Oxy_3
	2OG-FeII_Oxy_3
	2OG-FeII_Oxy_3
	2OG-FeII_Oxy_3

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT857022.1
	P13674.2
	
	
	
	P4Ha_N
	P4Ha_N

	
	
	
	
	
	
	
	
	
	2OG-FeII_Oxy_3

	
	
	
	
	
	
	
	
	
	

	002260_PFF0 
	XP_002598117.1
	GETC01117156.1
	JT882468.1
	Q13705.3
	Activin_recp 
	Activin_recp
	Activin_recp
	
	Activin_recp

	
	
	
	
	
	Pkinase_ Tyr 
	Pkinase_ Tyr
	Pkinase_ Tyr
	Pkinase_ Tyr
	Pkinase_ Tyr

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT882894.1
	Q13705.3
	
	
	
	Activin_recp
	Activin_recp

	
	
	
	
	
	
	
	
	
	Pkinase_ Tyr

	
	
	
	
	
	
	
	
	
	

	003500_PFF0
	XP_002598733.1
	GESY01076595.1
	
	A8K7I4.3
	CLCA 
	CLCA
	CLCA
	
	CLCA

	
	
	
	
	
	VWA_2
	VWA_2
	VWA_2
	
	VWA_2

	
	
	
	
	
	
	
	
	
	

	003850_PFF0
	XP_002597871.1
	GESY01078565.1
	JT895160.1
	O14672.1
	Pep_M12B_propep 
	Pep_M12B_propep
	Pep_M12B_propep 
	Pep_M12B_propep
	Pep_M12B_propep 

	
	
	
	
	
	Reprolysin_5 
	Reprolysin_5
	Reprolysin_5 
	
	Reprolysin_5 

	
	
	
	
	
	
	Pep_M12B_propep
	
	
	

	
	
	
	
	
	Disintegrin 
	Disintegrin
	Disintegrin 
	
	Disintegrin 

	
	
	
	
	
	
	
	
	
	

	012350_PFF0 
	XP_002604729.1
	GETC01090945.1
	JT884420.1
	Q92563.1
	Kazal_2 
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	SPARC_Ca_bdg 
	SPARC_Ca_bdg
	SPARC_Ca_bdg
	SPARC_Ca_bdg
	SPARC_Ca_bdg

	
	
	
	
	
	Thyroglobulin_1 
	Thyroglobulin_1
	Thyroglobulin_1
	Thyroglobulin_1
	Thyroglobulin_1

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT884847.1
	Q92563.1
	
	
	
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	
	
	
	SPARC_Ca_bdg

	
	
	
	
	
	
	
	
	
	Thyroglobulin_1

	
	
	
	
	
	
	
	
	
	

	052490_PFF0
	XP_002608045.1
	GESY01046504.1
	JT898612.1
	Q96HF1.2
	Fz
	Fz
	Fz
	
	Fz

	
	
	
	
	
	NTR 
	NTR
	NTR
	
	NTR

	
	
	
	
	
	
	
	
	
	

	058270_PFF0 
	XP_002586055.1
	GETC01098073.1
	JT899677.1
	Q01973.2
	I-set 
	I-set
	I-set
	
	I-set

	
	
	
	
	
	Fz 
	Fz 
	Fz 
	
	Fz 

	
	
	
	
	
	Kringle 
	Kringle 
	Kringle 
	
	Kringle 

	
	
	
	
	
	
	
	I-set
	
	

	
	
	
	
	
	
	Fz
	
	
	

	
	
	
	
	
	
	Kringle 
	
	
	

	
	
	
	
	
	
	I-set 
	
	
	

	
	
	
	
	
	
	Pkinase_Tyr 
	Pkinase_Tyr
	Pkinase_Tyr
	Pkinase_Tyr

	
	
	
	
	
	
	I-set 
	
	
	

	
	
	
	
	
	
	Pkinase_Tyr 
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT886650.1
	Q01973.2
	
	
	
	
	I-set

	
	
	
	
	
	
	
	
	Fz
	Fz 

	
	
	
	
	
	
	
	
	
	Kringle 

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	Pkinase_Tyr
	Pkinase_Tyr

	
	
	
	
	
	
	
	
	
	

	078830_PFF0
	XP_002596432.1
	GETC01136904.1
	JT866061.1
	P11498.2
	Biotin_carb_N
	CPSase_L_chain
	Biotin_carb_N
	
	Biotin_carb_N

	
	
	
	
	
	CPSase_L_D2 
	CPSase_L_D2
	CPSase_L_D2
	
	CPSase_L_D2

	
	
	
	
	
	Biotin_carb_C 
	Biotin_carb_C
	Biotin_carb_C
	Biotin_carb_C
	Biotin_carb_C

	
	
	
	
	
	HMGL-like 
	HMGL-like
	HMGL-like
	
	HMGL-like

	
	
	
	
	
	PYC_OADA 
	PYC_OADA
	PYC_OADA
	
	PYC_OADA

	
	
	
	
	
	Biotin_lipoyl 
	Biotin_lipoyl 
	Biotin_lipoyl 
	
	Biotin_lipoyl 

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT862762.1
	P11498.2
	
	
	
	Biotin_carb_N
	Biotin_carb_N

	
	
	
	
	
	
	
	
	
	CPSase_L_D2

	
	
	
	
	
	
	
	
	
	Biotin_carb_C

	
	
	
	
	
	
	
	
	
	HMGL-like

	
	
	
	
	
	
	
	
	
	PYC_OADA

	
	
	
	
	
	
	
	
	
	Biotin_lipoyl 

	
	
	
	
	
	
	
	
	
	

	080250_PFF0
	XP_002598506.1
	GETC01128999.1
	
	Q9GZT5.1
	LRR_8
	
	
	
	

	
	
	
	
	
	I-set
	
	
	
	

	
	
	
	
	
	Wnt
	Wnt
	Wnt
	
	Wnt

	
	
	
	
	
	
	
	
	
	

	
	XP_002598508.1
	
	
	Q9GZT5.1
	
	Wnt
	
	
	Wnt

	
	
	
	
	
	
	
	
	
	

	091850_PFF0
	XP_002591393.1
	GETC01136806.1
	JT868378.1
	O95490.2
	Gal_Lectin
	Gal_Lectin
	Gal_Lectin
	Gal_Lectin
	Gal_Lectin

	
	
	
	
	
	OLF
	OLF
	OLF
	
	OLF

	
	
	
	
	
	HRM
	HRM
	HRM
	
	HRM

	
	
	
	
	
	GAIN
	GAIN
	GAIN
	
	GAIN

	
	
	
	
	
	GPS
	
	GPS
	
	GPS

	
	
	
	
	
	7tm_2
	7tm_2
	7tm_2
	
	7tm_2

	
	
	
	
	
	
	
	
	
	Latrophilin

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT868759.1 
	O95490.2
	
	
	
	
	Gal_Lectin

	
	
	
	
	
	
	
	
	
	OLF

	
	
	
	
	
	
	
	
	
	HRM

	
	
	
	
	
	
	
	
	GAIN
	GAIN

	
	
	
	
	
	
	
	
	
	GPS

	
	
	
	
	
	
	
	
	
	7tm_2

	
	
	
	
	
	
	
	
	
	Latrophilin

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT890563.1
	O95490.2
	
	
	
	
	Gal_Lectin

	
	
	
	
	
	
	
	
	
	OLF

	
	
	
	
	
	
	
	
	
	HRM

	
	
	
	
	
	
	
	
	
	GAIN

	
	
	
	
	
	
	
	
	
	GPS

	
	
	
	
	
	
	
	
	7tm_2
	7tm_2

	
	
	
	
	
	
	
	
	
	Latrophilin

	
	
	
	
	
	
	
	
	
	

	102470_PFF0
	XP_002608336.1
	GETC01132168.1
	JT881815.1
	P30876.1
	RNA_pol_Rpb2_1
	RNA_pol_Rpb2_1
	RNA_pol_Rpb2_1
	RNA_pol_Rpb2_1
	RNA_pol_Rpb2_1

	
	
	
	
	
	RNA_pol_Rpb2_2
	RNA_pol_Rpb2_2
	RNA_pol_Rpb2_2
	RNA_pol_Rpb2_2
	RNA_pol_Rpb2_2

	
	
	
	
	
	RNA_pol_Rpb2_3
	RNA_pol_Rpb2_3
	RNA_pol_Rpb2_3
	RNA_pol_Rpb2_3
	RNA_pol_Rpb2_3

	
	
	
	
	
	RNA_pol_Rpb2_4
	RNA_pol_Rpb2_4
	RNA_pol_Rpb2_4
	
	RNA_pol_Rpb2_4

	
	
	
	
	
	RNA_pol_Rpb2_5
	RNA_pol_Rpb2_5
	RNA_pol_Rpb2_5
	
	RNA_pol_Rpb2_5

	
	
	
	
	
	RNA_pol_Rpb2_6
	RNA_pol_Rpb2_6
	RNA_pol_Rpb2_6
	
	RNA_pol_Rpb2_6

	
	
	
	
	
	RNA_pol_Rpb2_7
	
	RNA_pol_Rpb2_7
	
	RNA_pol_Rpb2_7

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT895824.1
	P30876.1
	
	
	
	
	RNA_pol_Rpb2_1

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_2

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_3

	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_4
	RNA_pol_Rpb2_4

	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_5
	RNA_pol_Rpb2_5

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_6

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_7

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT903141.1
	P30876.1
	
	
	
	
	RNA_pol_Rpb2_1

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_2

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_3

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_4

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_5

	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_6
	RNA_pol_Rpb2_6

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_7

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT848270.1
	P30876.1
	
	
	
	
	RNA_pol_Rpb2_1

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_2

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_3

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_4

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_5

	
	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_6

	
	
	
	
	
	
	
	
	RNA_pol_Rpb2_7
	RNA_pol_Rpb2_7

	
	
	
	
	
	
	
	
	
	

	103400_PFF0
	XP_002593834.1
	GETC01087495.1
	JT879377.1; JT898004.1
	Q7Z5J8.3
	Ank
	
	Ank
	
	

	
	
	
	
	
	Ank
	Ank
	Ank
	
	Ank

	
	
	
	
	
	Arm
	Arm
	Arm
	
	Arm

	
	
	
	
	
	Arm
	Arm
	Arm
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	GETC01094246.1            
	
	Q7Z5J8.3
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	Ank

	
	
	
	
	
	
	
	
	
	Arm

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	114280_PFF0
	XP_002608942.1
	GETC01136050.1
	JT900613.1
	O75923.1
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	FerI
	FerI
	FerI
	
	FerI

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	
	
	FerA
	FerA
	FerA

	
	
	
	
	
	FerB
	FerB
	FerB
	
	FerB

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	C2
	C2
	C2
	
	C2

	
	
	
	
	
	Ferlin_C
	Ferlin_C
	Ferlin_C
	
	Ferlin_C

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT898638.1          
	O75923.1
	
	
	
	
	C2

	
	
	
	
	
	
	
	
	
	C2

	
	
	
	
	
	
	
	
	
	FerI

	
	
	
	
	
	
	
	
	
	C2

	
	
	
	
	
	
	
	
	
	FerA

	
	
	
	
	
	
	
	
	
	FerB

	
	
	
	
	
	
	
	
	
	C2

	
	
	
	
	
	
	
	
	
	C2

	
	
	
	
	
	
	
	
	C2
	C2

	
	
	
	
	
	
	
	
	C2
	C2

	
	
	
	
	
	
	
	
	
	Ferlin_C

	
	
	
	
	
	
	
	
	
	

	117350_PFF0
	XP_002599461.1
	GESY01033161.1
	
	O14793.1/O95390.1
	TGFb_propeptide
	TGFb_propeptide
	TGFb_propeptide
	
	TGFb_propeptide

	
	
	
	
	
	TGF_beta
	TGF_beta
	TGF_beta
	
	TGF_beta

	
	
	
	
	
	
	
	
	
	

	118940_PFF0
	XP_002587581.1
	GESY01082246.1
	JT878152.1
	Q6JQN1.1
	HAD_2
	HAD_2
	HAD_2
	
	HAD_2

	
	
	
	
	
	APH
	APH
	APH
	
	APH

	
	
	
	
	
	Acyl-CoA_dh_N
	Acyl-CoA_dh_N
	Acyl-CoA_dh_N
	
	Acyl-CoA_dh_N

	
	
	
	
	
	Acyl-CoA_dh_M
	Acyl-CoA_dh_M
	Acyl-CoA_dh_M
	
	Acyl-CoA_dh_M

	
	
	
	
	
	Acyl-CoA_dh_1
	Acyl-CoA_dh_1
	Acyl-CoA_dh_1
	Acyl-CoA_dh_1
	Acyl-CoA_dh_1

	
	
	
	
	
	
	
	
	
	

	123650_PFF0
	XP_002603715.1
	GETC01131892.1
	
	Q14203.3
	CAP_GLY
	CAP_GLY
	CAP_GLY
	
	CAP_GLY

	
	
	
	
	
	Dynactin
	
	Dynactin
	
	Dynactin

	
	
	
	
	
	
	
	
	
	

	
	XP_002603716.1
	
	
	Q14203.3
	
	
	
	
	CAP_GLY

	
	
	
	
	
	
	Dynactin
	
	
	Dynactin

	
	
	
	
	
	
	
	
	
	

	127590_PFF0
	XP_002614044.1
	GETC01080577.1
	JT854288.1          
	O00468.5
	
	
	NtA
	
	NtA

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	SEA
	SEA
	SEA
	
	

	
	
	
	
	
	Kazal_1
	Kazal_2
	Kazal_1
	
	Kazal_1

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	Kazal_2
	Kazal_1
	Kazal_1
	
	Kazal_1

	
	
	
	
	
	Kazal_2
	Kazal_1
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	Laminin_EGF
	Laminin_EGF
	Laminin_EGF
	
	Laminin_EGF

	
	
	
	
	
	Laminin_EGF
	Laminin_EGF
	Laminin_EGF
	
	Laminin_EGF

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	SEA

	
	
	
	
	
	
	EGF
	EGF
	
	EGF

	
	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	
	Laminin_G_1

	
	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	
	Laminin_G_1

	
	
	
	
	
	
	EGF
	EGF
	
	EGF

	
	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	Laminin_G_1
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT898669.1          
	O00468.5
	
	
	
	
	NtA

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	
	
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	
	
	SEA
	

	
	
	
	
	
	
	
	
	
	Kazal_1

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Kazal_1

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Laminin_EGF

	
	
	
	
	
	
	
	
	
	Laminin_EGF

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	SEA

	
	
	
	
	
	
	
	
	
	EGF

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	EGF

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT855415.1          
	O00468.5
	
	
	
	
	NtA

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	Kazal_1
	Kazal_1

	
	
	
	
	
	
	
	
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	
	
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	
	
	Kazal_2
	Kazal_1

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	Laminin_EGF

	
	
	
	
	
	
	
	
	
	Laminin_EGF

	
	
	
	
	
	
	
	
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	SEA

	
	
	
	
	
	
	
	
	
	EGF

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	EGF

	
	
	
	
	
	
	
	
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	

	127600_PFF0
	XP_002614044.1
	GETC01080577.1
	JT855415.1          
	O00468.5
	
	
	NtA
	
	NtA

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	SEA
	SEA
	
	

	
	
	
	
	
	
	Kazal_2
	Kazal_1
	Kazal_1
	Kazal_1

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	Kazal_2

	
	
	
	
	
	
	Kazal_1
	Kazal_1
	Kazal_2
	Kazal_1

	
	
	
	
	
	
	Kazal_1
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	Laminin_EGF
	Laminin_EGF
	
	Laminin_EGF

	
	
	
	
	
	
	Laminin_EGF
	Laminin_EGF
	
	Laminin_EGF

	
	
	
	
	
	Kazal_2
	Kazal_2
	Kazal_2
	
	Kazal_2

	
	
	
	
	
	
	
	
	
	SEA

	
	
	
	
	
	EGF
	EGF
	EGF
	
	EGF

	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	Laminin_G_1
	
	Laminin_G_1

	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	Laminin_G_1
	
	Laminin_G_1

	
	
	
	
	
	EGF
	EGF
	EGF
	
	EGF

	
	
	
	
	
	Laminin_G_1
	Laminin_G_1
	Laminin_G_1
	
	Laminin_G_1

	
	
	
	
	
	
	
	
	
	

	128050_PFF0
	XP_002603923.1
	GESY01067694.1
	JT866396.1
	P13671.3
	TSP_1
	TSP_1
	TSP_1
	
	TSP_1

	
	
	
	
	
	
	TSP_1
	TSP_1
	
	TSP_1

	
	
	
	
	
	Ldl_recept_a
	Ldl_recept_a
	Ldl_recept_a
	
	Ldl_recept_a

	
	
	
	
	
	MACPF
	
	
	
	

	
	
	
	
	
	MACPF
	MACPF
	MACPF
	MACPF
	MACPF

	
	
	
	
	
	TSP_1
	TSP_1
	TSP_1
	TSP_1
	TSP_1

	
	
	
	
	
	Ephrin_rec_like
	Ephrin_rec_like
	Ephrin_rec_like
	Ephrin_rec_like
	

	
	
	
	
	
	
	
	
	
	Sushi

	
	
	
	
	
	
	
	
	
	Sushi

	
	
	
	
	
	
	
	
	
	

	133320_PFF0
	XP_002610402.1
	GETC01023426.1
	
	O08762.1
	SRCR
	SRCR
	
	
	

	
	
	
	
	
	Kringle
	Kringle
	Kringle
	
	Kringle

	
	
	
	
	
	SRCR
	SRCR
	SRCR
	
	SRCR

	
	
	
	
	
	
	
	
	
	SRCR

	
	
	
	
	
	
	
	
	
	SRCR

	
	
	
	
	
	Trypsin
	Trypsin
	
	
	Trypsin

	
	
	
	
	
	
	
	
	
	

	
	
	GETC01023424.1
	
	O08762.1
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	Kringle

	
	
	
	
	
	
	
	
	
	SRCR

	
	
	
	
	
	
	
	
	
	SRCR

	
	
	
	
	
	
	
	
	
	SRCR

	
	
	
	
	
	
	
	Trypsin
	
	Trypsin

	
	
	
	
	
	
	
	
	
	

	135460_PFF0
	XP_002605157.1
	GESY01038239.1
	JT854244.1
	Q13467.2
	Fz
	Fz
	Fz
	Fz
	Fz

	
	
	
	
	
	Frizzled
	Frizzled
	Frizzled
	Frizzled
	Frizzled

	
	
	
	
	
	
	
	
	
	

	144220_PFF0
	XP_002591459.1
	GETC01077238.1
	JT893228.1
	Q6QI06.2
	RICTOR_N
	RICTOR_N
	RICTOR_N
	RICTOR_N
	RICTOR_N

	
	
	
	
	
	RICTOR_M
	RICTOR_M
	RICTOR_M
	
	RICTOR_M

	
	
	
	
	
	RasGEF_N_2
	RasGEF_N_2
	RasGEF_N_2
	
	RasGEF_N_2

	
	
	
	
	
	RICTOR_V
	RICTOR_V
	RICTOR_V
	
	RICTOR_V

	
	
	
	
	
	
	
	
	
	RICTOR_phospho

	
	
	
	
	
	
	
	
	
	

	152200_PFF0
	XP_002585927.1
	GESY01070048.1
	JT875956.1
	Q80U49.2
	FHA
	
	FHA
	
	FHA

	
	
	
	
	
	CEP170_C
	
	CEP170_C
	CEP170_C
	CEP170_C

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT885945.1
	Q80U49.2
	
	
	
	FHA
	FHA

	
	
	
	
	
	
	
	
	
	CEP170_C

	
	
	
	
	
	
	
	
	
	

	153460_PFF0
	
	GESY01070010.1
	JT878923.1
	O75762.3
	
	
	
	
	Ank

	
	
	
	
	
	
	
	
	
	Ank

	
	
	
	
	
	
	
	
	
	Ank

	
	
	
	
	
	Ank
	
	Ank
	
	Ank

	
	
	
	
	
	Ank
	
	Ank
	
	Ank

	
	
	
	
	
	Ank
	
	Ank
	
	Ank

	
	
	
	
	
	Ion_tran
	
	Ion_tran
	Ion_tran
	Ion_tran

	
	
	
	
	
	
	
	
	
	

	157010_PFF0
	XP_002611039.1
	
	
	Q96PH1.1
	EF-hand_7
	EF-hand_7
	
	
	EF-hand_6

	
	
	
	
	
	Ferric_reduct
	Ferric_reduct
	
	
	Ferric_reduct

	
	
	
	
	
	FAD_binding_8
	
	
	
	FAD_binding_8

	
	
	
	
	
	NAD_binding_6
	NAD_binding_6
	
	
	NAD_binding_6

	
	
	
	
	
	
	
	
	
	

	157070_PFF0
	XP_002611055.1
	GETC01124911.1
	JT858939.1
	Q5T447.1
	ANAPC10
	ANAPC10
	ANAPC10
	ANAPC10
	ANAPC10

	
	
	
	
	
	HECT
	HECT
	HECT
	
	HECT

	
	
	
	
	
	
	
	
	
	

	158710_PFF0
	XP_002600118.1
	GETC01124215.1
	JT885014.1
	P26640.4
	
	
	
	
	GST_C

	
	
	
	
	
	tRNA-synt_1
	tRNA-synt_1
	tRNA-synt_1
	
	tRNA-synt_1

	
	
	
	
	
	Anticodon_1
	Anticodon_1
	Anticodon_1
	Anticodon_1
	Anticodon_1

	
	
	
	
	
	
	
	
	
	

	
	
	
	JT892791.1
	P26640.4
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