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[bookmark: _GoBack]Supplementary figure 1: An example flowchart of the hierarchical testing process for an unknown protein sequence


[bookmark: _Toc331103452][bookmark: _Toc331170286]Supplementary figure 2: Prediction performance of amino acid composition and entropy are above 70% in trimer.


[bookmark: _Toc331103453][bookmark: _Toc331170287]Supplementary figure 3: Prediction performance of amino acid composition and entropy are above 70% in tetramer.
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[bookmark: _Toc331103456][bookmark: _Toc331170290]Supplementary figure 6: The prediction accuracy of monomer by KStar and Random Forest can reach above 70%.

[bookmark: _Toc331103457][bookmark: _Toc331170291]Supplementary figure 7: To compare different machine learning algorithms by amino acid composition and entropy in the second layer of PClass in trimer.


[bookmark: _Toc331103458][bookmark: _Toc331170292]Supplementary figure 8: To compare different machine learning algorithms by amino acid composition and entropy in the second layer of PClass in tetramer.


[bookmark: _Toc331103459][bookmark: _Toc331170293]Supplementary figure 9: To compare different machine learning algorithms by amino acid composition and entropy in the second layer of PClass in other subunits class.


[bookmark: _Toc331103460][bookmark: _Toc331170294]Supplementary figure 10: To compare different machine learning algorithms in the first layer of PClass in trimer.
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[bookmark: _Toc331170295]Supplementary figure 11: To compare different machine learning algorithms in the first layer of PClass in tetramer.
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