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[bookmark: _GoBack]Suppl. File 3.  Assessment of influence of the duration of heroin use on the DM values for N=1298 heroin vs. control DM sites.  Heroin individuals (N=14) for whom the years-of-use information was not available were excluded from the analysis. Using this filtered cohort, two different linear models were employed for differential methylation analysis: (1) heroin/non-heroin status, and the covariates from the initial analysis, and (2) Log10(YEARS OF HEROIN USE+1) and the covariates from the initial analysis.  No significant differences between the results from these two models were detected.  
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dm(Heroin-Control), sites with p-value < 0.001
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dm(Heroin-Control), Model: Heroin vs nonHeroin subjects




