(a) G0O:0006082 - organic acid metabolic process
GO:0006091 - generation of precursor metabolites and energy
GO:0006097 - glyoxylate cycle

GO:0006099 - tricarboxylic acid cycle

GO:0006101 - citrate metabolic process

G0O:0006525 - arginine metabolic process

GO0O:0006578 - amino- acid betaine biosynthetic process
G0O:0006595 - polyamine metabolic process

GO:0006598 - polyamine catabolic process

GO:0006790 - sulfur compound metabolic process
GO:0006811 - ion transport

GO:0006812 - cation transport

GO0O:0006826 - iron ion transport

GO:0006873 - cellular ion homeostasis

GO:0006875 - cellular metal ion homeostasis

GO:0006879 - cellular iron ion homeostasis

GO:0006979 - response to oxidative stress

GO:0009060 - aerobic respiration

GO0:0009237 - siderophore metabolic process

G0O:0009238 - enterobactin metabolic process

G0O:0009239 - enterobactin biosynthetic process

G0:0009445 - putrescine metabolic process

G0:0009447 - putrescine catabolic process

GO:0009712 - catechol- containing compound metabolic process
GO:0009713 - catechol- containing compound biosynthetic process
GO:0015682 - ferric iron transport

GO:0015684 - ferrous iron transport

GO:0015688 - iron chelate transport

GO:0015711 - organic anion transport

GO:0015891 - siderophore transport

0015980 - energy derivation by oxidation of organic compounds
GO:0016226 - iron- sulfur cluster assembly

GO:0018958 - phenol- containing compound metabolic process
GO:0019184 - nonribosomal peptide biosynthetic process
GO:0019285 - glycine betaine biosynthetic process from choline
G0O:0019290 - siderophore biosynthetic process

G0O:0019540 - siderophore biosynthetic process from catechol
GO:0019695 - choline metabolic process

GO:0019725 - cellular homeostasis

GO0:0019748 - secondary metabolic process

GO:0019752 - carboxylic acid metabolic process

GO0O:0030001 - metal ion transport

GO:0030003 - cellular cation homeostasis

GO0O:0031163 - metallo- sulfur cluster assembly

GO:0031455 - glycine betaine metabolic process

GO:0031456 - glycine betaine biosynthetic process
GO0O:0033212 - iron assimilation

GO0:0042592 - homeostatic process

G0:0043436 - oxoacid metabolic process

G0:0044550 - secondary metabolite biosynthetic process
G0O:0044699 - single- organism process

G0O:0044718 - siderophore transmembrane transport
G0O:0044765 - single- organism transport

G0:0045333 - cellular respiration

GO0:0045454 - cell redox homeostasis

GO:0046189 - phenol- containing compound biosynthetic process
GO:0046916 - cellular transition metal ion homeostasis
GO:0048878 - chemical homeostasis

GO:0050801 - ion homeostasis

GO:0051186 - cofactor metabolic process

GO0O:0055065 - metal ion homeostasis

GO:0055072 - iron 1on homeostasis

GO:0055076 - transition metal ion homeostasis

GO:0055080 - cation homeostasis

GO:0055082 - cellular chemical homeostasis

GO:0055114 - oxidation- reduction process

GO0:0065008 - regulation of biological quality

GO:0071705 - nitrogen compound transport

G0O:0072350 - tricarboxylic acid metabolic process
GO:0072512 - trivalent inorganic cation transport

G0O:0097428 - protein maturation by iron- sulfur cluster transfer
GO:0098771 - inorganic ion homeostasis

GO:1901678 - iron coordination entity transport

GO:1902578 - single- organism localization
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(b)

(¢) GO:0006059 - hexitol metabolic process
GO:0006066 - alcohol metabolic process
GO:0006091 - generation of precursor metabolites and energy

GO0O:0006113 - fermentation

GO:0006568 - tryptophan metabolic process
G0O:0006586 - indolalkylamine metabolic process

GO:0009061 - anaerobic respiration

GO:0015761 - mannose transport

0015980 - energy derivation by oxidation of organic compounds
GO0O:0019400 - alditol metabolic process
GO0O:0019402 - galactitol metabolic process
GO0:0019405 - alditol catabolic process
GO0:0019563 - glycerol catabolic process
GO:0019588 - anaerobic glycerol catabolic process
GO:0019645 - anaerobic electron transport chain
GO:0019662 - non- glycolytic fermentation
GO:0019751 - polyol metabolic process
G0:0022900 - electron transport chain
G0:0022904 - respiratory electron transport chain

G0:0032445 - fructose import

GO0O:0042126 - nitrate metabolic process
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