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Table S1: 215 deafness genes screened 
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A 
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4 
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2 
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PDXD

CI 
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1 
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7 
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TA 
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G 

BSND COL2A1 ESPN GRHL2 LMX1A MYH14 PEX1 SL1TRK

6 
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M8

A 
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H2

A 

C0L9A2 COL4A5 ESRP1 GRHLI LONPl MYH7

B 

PEX26 SLC17A

8 

TJP

2 

VEZ

T 

C1B2 COL4A6 ESRRB GRXC

R1 

LOXHD1 MYH9 PEX6 SLC19A

2 
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C1 

VPS

13B 
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C1SD2 COL9A1 EYA1 GRXC

R2 

LRTOMT  MYO15

A 

PEX7 SLC22A

4 
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C2 
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P2 

CABP2 COL9A3 EYA4 HARS MAF MYO1

A 

PHYH SLC26A

4 
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A 
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S1 
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HARS2 MARVEL

D2 
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A 

PLCB

3 
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132
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CCDC5
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DAMT1 FDXR HGF MCM2 MYO6 PMP2

2  
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3 
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CD151 DCDC2 FGF3 HOME

R2 

MCOLN3 MYO7
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PNPT

I 

SLC44A
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CD164 DFNA5 FGFR3 HSD17

B4 

MET NARS2 POU3

F4 

SLC4A1

1 
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PRS
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CDCI4A DFNB31  FOXII IARS2 MIR96 NLRP1
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F3 
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Table S2: PCR primer sequences used for cloning into the luciferase reporter construct (5' - 3') 
        

   
genomic position 

chr13 (hg38) 

 
distance 

from the 

GJB2 

transcripti

onal start 

site (kb) 

PGJ

B2 

F CGATCTAAGTAAGCTTCGGTGAATTTAAAAC

GTTTGGTGGC 

20,192,

394 

20,193,

934 

 

R CCGGAATGCCAAGCTTCCGCAGAATCCTATC

AGTTTCC 

   

C3 F ATAAGGATCCGTCGACCTGCTTCGGCCTCCA

AATAG  

20,419,

403 

20,420,

445 

 
-

221.

8 

-

222.

9 

R AAGGGCATCGGTCGACCTTCTTCTGGAGTCTT

TTCTGG  

     

 

 

Table S3: PCR primer sequences used for mutagenesis (5' - 3') 

     

   
genomic position chr13 

(hg38) 

PromGJB2_rs1425012952 F ccgcggcgcggccccctcc 20,193,013 20,193,031 



 

3 

PromGJB2_rs1425012952 R ggagggggccgcgccgcgg 
  

 


