Molecular pharming of the recombinant protein
hEGF-hEGF concatenated with oleosin using
transgenic Arabidopsis

Table 1. Expression analysis of fusion protein in transgenic Arabidopsis seeds.
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Figure 1. The ability of transgenic oil bodies bound hEGF to infiltrate into skin. The
immunohistochemistry analysis of drug absorption at different times is shown. EGF protein is the
positive group and Normal saline is the negative control group. The images were shown at 40x10
magnification (Scale bars = 50um).



