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NamePhylogenetic Tree p-valueMotif Locations
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Motif Symbol Motif Consensus

1. FPEHKYEIVKKLQERKHICGMTGDGVNDAP
2. FGPNKLEEKKESKILKFLGFMWNPLSWVME
3. FGKAAHLVDSTNQVGHFQKVLTAIGNFCIC
4. QQGAITKRMTAIEEMAGMDVLCSDKTGTLT
5. NVKMITGDQLAIGKETGRRLGMGTNMYPSS
6. VLTSRAIFQRMKNYTIYAVSITIRIVLGFM
7. NDGTIMTISKDRVKPSPLPDSWKLKEIFAT
8. KESPGGPWEFVGLLPLFDPPRHDSAETIRR
9. DQSALTGESLPVTKNPGDGVYSGSTCKQGE

10. PPDWQDFVGIVTLLVINSTISFIEENNAGN
11. DPKEARAGIREVHFLPFNPVDKRTALTYID
12. GIDNLLVLLIGGIPIAMPTVLSVTMAIGSH


