Supplementary Table 3- Analysis of the subcellular localization and presence of transmembrane helices present in 246 HP’s. Bioinformatic tools PSORTD,
CELLO and PSLpred were used for subcellular localization; HMMTOP, SOSUI and TMHMM were used identifying soluble or membrane proteins with
presence or absence of transmembrane helices; SignalP 4.1 and SecretomeP 2.0 were used for predicting signal peptide and secretory proteins.

S.No Protein ID Sub-Cellular localisation Signal Secretory Transmembrane Helices prediction
Peptide Protein
(SignalP) (SecretomeP)
CELLO PSORTB PSLpred HMMTOP SOSuUI
/TMHMM
1. ATH66527.  Cytoplasmic = Cytoplasmic = Cytoplasmic NO YES NO Soluble
1
2. ATH66629.  Cytoplasmic ~ Unknown Cytoplasmic YES NO NO Soluble
1
3. ATH66635.  Extracellular =~ Unknown Extracellular NO NO NO Soluble
1
4, ATH66643.  Inner Unknown Inner membrane | YES NO Yes;1TM Membrane; 1 TM
1 membrane
5. ATH66665. ' Inner Cytoplasmic- = Inner membrane = NO YES Yes; 7TM Membrane; 7 TM
1 membrane Membrane
6. ATH66697.  Cytoplasmic = Cytoplasmic = Cytoplasmic NO NO NO Soluble
1
7. ATH66700.  Periplasmic Unknown Periplasmic YES NO NO Soluble
1
8. ATH66742.  Periplasmic Cytoplasmic- = Inner Membrane = NO NO Yes; 2TM Membrane; 2 TM
1 Membrane

9. ATH66743.  Periplasmic Unknown Periplasmic YES NO NO Soluble
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1

ATH68837.
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1
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1

ATH69052.
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1

173.  ATH69259. Cytoplasmic  Unknown Cytoplasmic NO YES NO Soluble
1

174.  ATH69265.  Periplasmic Periplasmic Periplasmic YES NO NO Soluble
1

175.  ATH69300.  Inner- Cytoplasmic- = Inner-Membrane = NO NO Yes; 2 TM Membrane; 2 TM
1 Membrane Membrane

176. ATH69301.  Inner- Cytoplasmic- = Inner-Membrane = NO NO Yes; 3TM Membrane; 3TM
1 Membrane Membrane

177. ATH69313. Outer Outer Outer membrane = YES NO Yes; 1TM Membrane; 1 TM
1 membrane membrane

178.  ATH69314.  Periplasmic Cytoplasmic- = Periplasmic YES NO Yes; 1TM Membrane; 1 TM
1 membrane

179.  ATH69322. Cytoplasmic = Unknown Cytoplasmic NO YES NO Soluble
1

180. ATH69323.  Inner- Cytoplasmic  Inner-membrane = NO NO Yes; 3TM Membrane; 4 TM
1 membrane membrane

181. ATH69359.  Periplasmic Unknown Inner-membrane = YES NO Yes; 1TM Membrane; 1TM
1

182. ATH69360.  Inner- Cytoplasmic  Inner-membrane = NO NO Yes; 4 TM Membrane; 4 TM

1 membrane membrane
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1
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194.  ATH69585. Cytoplasmic | Unknown Cytoplasmic NO YES NO Soluble
1

195.  ATH69653. Cytoplasmic | Unknown Inner-membrane | YES NO YES; 2TM Membrane; 2 TM
1

196.  ATH69662.  Extracellular = Unknown Extracellular NO NO NO Soluble
1

197. ATH69677.  Periplasmic Unknown Periplasmic YES YES NO Membrane; 1TM
1

198. ATH69683.  Inner- Cytoplasmic  Inner-membrane = NO NO Yes; 4 TM Membrane; 4 TM
1 membrane membrane

199. ATH69717.  Extracellular = Outer Extracellular YES YES Yes; 1TM Membrane; 1TM
1 Membrane

200. ATH69741. Extracellular = Unknown Cytoplasmic NO NO NO Soluble
1

201. ATH69743. Cytoplasmic = Cytoplasmic = Cytoplasmic NO NO NO Soluble
1

202. ATH69744. Cytoplasmic =~ Unknown Cytoplasmic NO YES NO Soluble
1

203. ATH69782.  Periplasmic Periplasmic Periplasmic YES NO NO Soluble
1

204. ATH70654. Inner- Cytoplasmic- = Inner-Membrane = NO NO Yes; 2 TM Membrane; 2 TM

1 Membrane Membrane
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