Mutagenesis primers.
MYOG c.374CAFL

MYOS c.374CARL

MYOS ¢.604A-G F1

MYOS c.604A-GR1

MYOS c.614G-AF1

MYOB c.614G-ARL
MYOG c.647ATFL

MYOS c.647A TR

MYOS ¢.1367G-AR1

MYOB c.13766-AFL
MYOS c.1455T-AF1

MYOB ¢ 1455T-ART

MYOG c.2111G-AFL
MYOS c.2111G-AR1
MYOS ¢.24386.CF1

MYOS c.2438G-CR1

YOG c3746T-CFL
MY06 €.3746T-CR1
Sequencing primers
MY06 Seq Primer R2
Myos Seq primer RS
Myos Seq Primer A
Myo6 e Primer RS
Myos Seq Primer RS
Myo6 Seq Primer 7
Myo6 Seq Primer 8
Myo6 Seq Primer RS
MYOG Seq Primer F2
YOG Seq Primer F3
YOS Seq rimer Fa
MYOG Seq Primer F5
YOG Seq Primer Fe
YOG Seq Primer F7
MYOG Seq Primer F8
YOG Seq Primer F9
Halotag pFN21A FL
Halotag pEN21A F2
Halotag pFN21A F3
Halotag pFN21A F4
Halotag pFN21A FS
Halotag pFN21A F6
Halotag pFN21A F7
Halotag pFN21A FE
Halotag pFN21A F9
Halotag pFN21A F10
Halotag pFN21A F11
Halotag pFN21A F12
Halotag PFN21A F13
Halotag pFN21A R
Halotag pFN21A R2
Halotag pFN21A R3
Halotag pFN21A R
Halotag pFN21A RS
Halotag pFN21A R6.
Halotag pFN21A R
Halotag pFN21A RS.
Halotag pFN21A RS
Halotag pFN21A R10
Halotag pFN21ARLL

Halotag pFN21A R12

AAGACCACATCATGTCTTTGCAATTGCTGA

ACATGATGTGGTCTTGTCCCAAGAGA.

GCAACAATGATAGCAGTCGATTTGGGAAATTTG

TGCTATCATTGTTGCGAACAGTCTTCG.

TAGCAGTCAATTTGGGAAATTTGTAGAAATACAT

CCAAATTGACTGCTATTATTGTTGCGAACAGT
TITTAATGTAAAGAGCTCAGTTGTTGG

CTCTTTACATTAAAATGTATTTCTACARATTT

TCAAMATCAGCARTATCTAGGACTCCAATAAA

TATTGCTGATTTTGAGTACTTTGAGCATAACAGT

TTTTTTAAAGARAGGATTCTGAAGGAGGA

CCTTTCTTTAAAARATIGTTGAAGTTTTTCA

GCAGGGTGATTACCCATCACGAGCTTCATTTC

GGGTAATCACCCTGCATCAAGTCCARRACAG

AAAATATCCAGCTGAAGCCTGCATTAA

TCAGCTGGATATTTTATTTTGTTTTTCAATTT

AAGACAGTCTGAAGAAATCTGGGAACGCTGTG

TCTTCAGACTGTCTIGGCAAGATCTCAGE

GCGTTGCTGTCGGTTCATTT

CGGCCTGGGCCTCATCACTGATGA.

CTGGATTTGTTCCTGCGTCATCAT

GGTTAACCCAAACTTGTAGTCATTTTC

(GATTCAAGAGACATATGTAAAGCATCAT

GTTCAAACTGITATGCTCARAGTACTC

GCACATTCTAATAAAATCACCATGGTC

CCATAGGATTCAGTCAGGTATCTTAG

GCTTTTCGAGACATGAAGGTGC

GTATTTAAACCGAGGCTGCACTAG

GTGGAGCANGCARACARTGCTC

CACAAGGATCATTTTCGACTCACT

GATGACAAGCCACCACTTTG

GAATGTGGCTTTGCAAGAGGAGAC

GCATTCAAGCTGAAGTGGAGGCACAG

GAAATACTGAAACAGAGCAACGTGCTC

GCCATTAGCCATATTATTCATTGGTT

GCCCCCTATIGACGTCAATGAC

ATCACTAGAAGCTTTATTGCGGTAG

GACCCCCATTATGTGGAAGTC

GAGTTCATCCGCCCTATCCCGA

GCCAAAAGCCTGCCTAACTGCA

CACAACTAGAATGCAGTGARAAAAAT

CARATATGTATCCGCTCATGAGACAATA

GCATCTTACGGATGGCATGA

GCAGCACTGGGGCCAGATGS

GAAGCTCCCTCGTGCGCT

GCTCTTGATCCGGCARACARACT

CAGTTTTICGGGTGGTTTGTTGEC

GATCTCGATCCTCTACGCCGG

CGTGAGTITTCGTTCCACTGAGE

CAGCTTGGAGCGAACGACCTAC

CTTAATCAGTGAGGCACCTATCTC

GTTGTGCARAAAAGCGGTTAGE

GCARAATGCCGCAARRAAGGGA

GTTGTTGTTAACTTGTTTATIGEAGE

GCGATCTCGCTGCCGATCAGGT

GATCAGCTTGCGGCCGACGTCG

GTCGGGTTACCGTGCAGGAAC

GCACTGACTGCGTTAGCAATTTA

GCATATGATACACTTGATGTACTGCC



