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Figure S1. miRNA differentially expressed between BAP1+/- and chromosome 3 disomy/ monosomy uveal
melanoma tumors . The results are displayed as relative miRNA fold change calculated as log2-AACt. Each dot
represents an individual patient. The graph represents mean +SD. The statistical differences between two groups
were analyzed with Mann-Whitney test where: * p <0.05, ** p < 0.01, ** p <0.001, *** p < 0.0001.



