Figure S1 – Distribution of identified variants in exons of NF1
[bookmark: _GoBack]Causative variants in unrelated NF1 patients were annotated according to exonic organization of NF1. Variants were distributed in almost all exons and particularly enriched in exons 12(10a), 13(10b), 38(29) and 46(37). A total of 21 were recurrent variants, being present in at least two unrelated patients. 
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