Figure S2. Additional pedigrees of Tuvinian families demonstrating the segregation of
variant ¢.516G>C (p.Trpl172Cys) in homozygous or in compound heterozygous state
with HL in affected family members. Deaf individuals are shown by black symbols. The

variant ¢.516G>C (p.Trpl72Cys) is shown by red.
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