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MRNA 3'-end processing
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NcRNA 3'-end processing
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MRNA polyadenylation
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rRNA 3'-end processing
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snoRNA 3'-end processing

-10 5
Value

RRP46

RRP6

L CsL4

DIS3

RRP42

SEN1

r PAP2

B TRF5

PAF1

M- YSH1

n— RTF1

— LRP1

— PAP1

NRD1

RRP43

1= MTR4

L CBF5

CTR9

NOP1

MTR3

REF2

yt
yt
yt
yt

Z Im_K_C
ZIm L C

Z Im_L_Gem

Z Im_K_Gem
Z_Shift_K_C
Z_shift_ L_C

Z_Shift_L_Gem

€
©
(U]
X
=
=
n
N

Gene



Color Key
snRNA 3'-end processing
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tRNA 3'-end processing
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polyadenylation—dependent snoRNA 3'-end processing
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U5 snRNA 3'-end processing
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