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Color Key
protein import into nucleus, translocation
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Color Key

protein targeting
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Color Key
protein import into nucleus
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Color Key
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Color Key
intracellular protein transmembrane transport
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Color Key

misfolded protein transport
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Color Key
protein targeting to membrane
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Color Key
protein targeting to vacuole
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Color Key

protein targeting to peroxisome
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Color Key
protein targeting to mitochondrion
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Color Key

protein targeting to ER
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Color Key

NLS-bearing protein import into nucleus
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Color Key

ribosomal protein import into nucleus
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Color Key

transcription factor import into nucleus

11
-10 5
Value

RTG3

KAP114

I I I I |

KAP120

RTG2

. - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

RNA polymerase Il complex import to nucleus

11
-10 5
Value

—_— NPA3

— YOR262W

IWR1

YLR243W

YMR185W

\ \
_
[

F

. - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key
retrograde protein transport, ER to cytosol
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Color Key
SRP-dependent cotranslational protein targeting to membrane, translocation
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Color Key
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posttranslational protein targeting to membrane, translocation
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Color Key
intracellular protein transmembrane import
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cotranslational protein targeting to membrane
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protein targeting to nuclear inner membrane
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Color Key
involved in ubiquitin—dependent protein catabolic process via the multivesicular body sorting path

-10 5
Value

r GGA2

- COs12
— TRE1

— Ccos1

— YMR171C

VPS36

VPS25

SNF8

VPS28

Gene

— COs10

— SSH4

—_— GGAL

COs6

BRO1

TRE2

- - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

75 N ? N 7 N 2, N
| N N I N N

N N



Color Key

protein import into peroxisome matrix
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SRP-dependent cotranslational protein targeting to membrane
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protein export from nucleus
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Color Key
protein import into mitochondrial matrix
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Color Key
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Color Key
protein import into mitochondrial outer membrane
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Color Key
protein import into mitochondrial intermembrane space
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Color Key

MAPK export from nucleus
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Color Key
ribonucleoprotein complex export from nucleus
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Color Key
MRNA-containing ribonucleoprotein complex export from nucleus
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Color Key
rRNA-containing ribonucleoprotein complex export from nucleus
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Color Key
tRNA—-containing ribonucleoprotein complex export from nucleus
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Color Key
ribosomal subunit export from nucleus
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Color Key
ribosomal large subunit export from nucleus
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Color Key
ribosomal small subunit export from nucleus
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