regulation of transcription from RNA polymerase Il promoter
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negative regulation of transcription from RNA polymerase Il promoter
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carbon catabolite regulation of transcription from RNA polymerase Il promoter
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litrogen catabolite regulation of transcription from RNA polymerase |l promoter

; : 5 ) ; ; 5
| |
ol LD| N4 N4 o| o| _II
X X | | — - |
| | E= £ | | =
= = = = £ IS =
77 N ? N 7 N 2,
?, N N I N N
N N

Z Im_L_Cyt

YDR520C

UGA3

GLN3

GAT1

GCN4

UMEG6

RTG2

DAL82

DAL81

Gene



Color Key
ition of transcription from RNA polymerase |l promoter involved in meiotic cell cycle

-10 5
Value

— 1 0 1 1 0 0 2 0 WTM1
— 1 1 1 il 0 1 1 2 WTM2
— 0 i, 0 1 1 1 3 HAC1
— 1 0 =3 0 0 B =7 HAC1
- 2 3 2 3 3 -4 2 =8 UME6
g -4 g &) 0 4 4 SSN8
; ; 5 5 ; : 5 &
¢ 2 N X 5 3 2 3
| | = £ | | = 1<
£ S = = £ £ = =
< = n =y = @] N
7] I I N [ N I
I N N I N
N N

Gene



Color Key
regulation of transcription elongation from RNA polymerase |l promoter
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gulation of transcription from RNA polymerase Il promoter in response to stress
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positive regulation of transcription from RNA polymerase Il promoter
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regulation of transcription from RNA polymerase Il promoter by pheromones
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regulation of transcription initiation from RNA polymerase Il promoter
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phosphorylation of RNA polymerase |l C-terminal domain
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llar ketone metabolic process by regulation of transcription from RNA polymerase Il promoter
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lon of lipid transport by regulation of transcription from RNA polymerase Il promoter
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Color Key
Johydrate metabolic process by regulation of transcription from RNA polymerase Il promoter
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' regulation of transcription from RNA polymerase |l promoter during mitotic cell cycle
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transfer RNA gene—mediated silencing
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regulation of transcription from RNA polymerase Il promoter by glucose

-10 5
Value

— NRG2

— SPT6

— MIG2

— MIG1

— MIG3

— STB3

VPS25

TUP1

VPS36

SNF8

GCR1

NRG1

GCR1

1S £ S S 1S £ s S

3 3 ol Ol 8 8 O| Ul

< < ¥ % o 4 . S
| | E= £ | | £ £

= £ = = £ IS = =

75 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

-10 5
Value

regulation of transcription from RNA polymerase Il promoter by galactose

SSN2

GAL3

_ I I I I |

GAL4

1S £ S S 1S £ s S
3 5 N © & & © ©
ol ol xl =<| _II _|| _‘I _'|
X X = £ | | £ £
= £ = = £ IS = =
75 N ? N 7 N 2, N
| N N I N N
N N

Gene



Color Key
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