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cleavage involved in rRNA processing
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RNA phosphodiester bond hydrolysis, endonucleolytic
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RNA phosphodiester bond hydrolysis, exonucleolytic
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exonucleolytic trimming involved in rRNA processing
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endonucleolytic cleavage involved in rRNA processing
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MRNA cleavage involved in mRNA processing
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Icleolytic cleavage of tricistronic rRNA transcript (SSU-rRNA, 5.8S rRNA, LSU-rRNA)
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pre—mMRNA cleavage required for polyadenylation
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cleavage to generate mature 3'-end of SSU-rRNA from (SSU-rRNA, 5.8S rRNA, LSU-rRNA)
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cleavage to generate mature 5'-end of SSU-rRNA from (SSU-rRNA, 5.8S rRNA, LSU-rRNA)
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