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Color Key
mitochondrial fusion
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Color Key
vacuole fusion, non—autophagic
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[I organelle membrane fusion
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Color Key
endoplasmic reticulum membrane fusion
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Color Key

endosomal vesicle fusion
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Color Key

vesicle fusion with endoplasmic reticulum

11
-10 5
Value

USE1

—_— SEC20

— SEC22

UFE1

€ IS S S € € s S

3 5 ol OI 8 8 Ol UI

V/ 2 % X 5 o 2 4
| | E= e | | = £

= = = = £ IS = =

75 N ? N 7 N 2, N
| N N | N N

N N

Gene



Color Key
vesicle fusion with Golgi apparatus
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