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Color Key
ribosomal large subunit assembly
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ribosomal small subunit assembly
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spliceosomal complex assembly
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MRNA branch site recognition
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generation of catalytic spliceosome for first transesterification step
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Color Key
spliceosomal conformational changes to generate catalytic conformation
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Color Key
small nucleolar ribonucleoprotein complex assembly
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Color Key
formation of translation preinitiation complex
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Color Key
formation of cytoplasmic translation initiation complex
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MRNA splice site selection
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cytoplasmic mMRNA processing body assembly
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ruitment of 3'-end processing factors to RNA polymerase Il holoenzyme complex
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Color Key
ribosome assembly
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Color Key

assembly of large subunit precursor of preribosome
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spliceosomal tri-snRNP complex assembly
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box C/D snoRNP assembly
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MRNA 3'-splice site recognition
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mature ribosome assembly

-10

Value

=
o
[a)
]

RIAL

ausn

SNU114

=

TIF5

©
[
T

Mo 1wz

KO T YIS Z

wes T Wiz

we9 T HUS Z

Mo Wz

KOO HIUS Z

wao Wz

we9 M WS Z



