Color Key
hydrogen ion transmembrane transporter activity
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Color Key
cytochrome—c oxidase activity
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Color Key
ubiguinol-cytochrome—c reductase activity
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Color Key

hydrogen—exporting ATPase activity, phosphorylative mechanism
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Color Key
solute:proton antiporter activity
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Color Key
proton—transporting ATP synthase activity, rotational mechanism
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Color Key
proton—transporting ATPase activity, rotational mechanism
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Color Key

sodium:proton antiporter activity
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Color Key

proton antiporter activity

potassium

-10

Value

VCX1

YNL321W

=il,

auan

]
<
I
X

NHX1

Mo Twrz

KO T YIS Z

wes T Wiz

we9 T HIUS Z

Mo Wiz

KOO HIUS Z

wao Wl z

we9 M JuUS Z



