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phosphatidylinositol binding
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phosphatidic acid binding
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Color Key

1-phosphatidylinositol binding
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phosphatidylinositol phosphate binding
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Color Key

phosphatidylinositol-5—phosphate binding
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phosphatidylinositol-3—phosphate binding

-10 5
Value

SNX3

MON1
r YDR179W-A_2
- VPS5
L HSV2

- MVP1

— YPT35

CCz1

YDR179W-A_1

MDM1

~ YKRO78W

- ATG2

- ATG27

- VPS17

— SPO14

- ATG20

r PIB1

- RGD1

PMP3

BEM1

VPS36

ATG18

r SNX41

- ENT3

L SNX4

ATG21

TFB1

— CDC33

MDM1

EGD2

VPS5

FAB1

ARC1

VAM7

VPS27

BEM3

PEP7

€ € S S € € S S

o @ o o g g o o

y Ny % % S 4 . 5
I I = £ I I =S £

= £ = = £ IS = =

75 N ? N 7 N 2, N
I N N I N N

N N

Gene



Color Key

phosphatidylinositol-4—phosphate binding
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phosphatidylinositol bisphosphate binding
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phosphatidylinositol-4,5—-bisphosphate binding
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phosphatidylinositol-3,5-bisphosphate binding
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