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negative regulation of transcription from RNA polymerase Il promoter
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H chromatin silencing
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Color Key

negative regulation of transcription from RNA polymerase | promoter
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negative regulation of chromatin silencing
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negative regulation of DNA-templated transcription, elongation
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carbon catabolite repression of transcription
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negative regulation of transcription by pheromones
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negative regulation of transcription involved in meiotic cell cycle
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negative regulation of antisense RNA transcription
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xgative regulation of transcription involved in G1/S transition of mitotic cell cycle
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nitrogen catabolite repression of transcription
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' regulation of transcription from RNA polymerase Il promoter during mitotic cell cycle
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rgulation of transcription from RNA polymerase Il promoter involved in meiotic cell cycle
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f oligopeptide transport by negative regulation of transcription from RNA polymerase Il promoter
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ative reqgulation of transcription from RNA polymerase Il promoter by pheromones
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f lipid transport by negative regulation of transcription from RNA polymerase || promoter
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chromatin silencing at silent mating—type cassette
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negative regulation of chromatin silencing involved in replicative cell aging
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negative regulation of chromatin silencing at silent mating—type cassette
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negative regulation of transcription by glucose
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