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regulation of vesicle-mediated transport
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Color Key

regulation of exocytosis

-10 5
Value

SRO77

RHO3

SWF1

SRO7

CDC42

SFH5

GYL1

- - 5 5 - - 5 5

2 2 % % 2 S 2 .

X =<| = £ | | = E

= £ = = B IS c =

75 N ? N 7 N 2, N
| N ~N I N N

N N

Gene



Color Key
regulation of endocytosis

-10 5
Value

LDB19

YKR021W

ROM2

— ARK1

— SLG1

ROD1

TOR2

RSP5

— AKL1

— CLC1

ROG3

YJLO84C

— NPR1

AKR1

PRK1

FKS1

ROM2

£ £ 5 5 £ £ 5 5

3 5 o| OI 8 8 OI o|

i' :3' xl ><| 4 4 o 2
| | & £ I | £ S

= £ = = £ IS = =

o N % N % N < N
| N N I N N

N N

Gene



Color Key
regulation of vesicle fusion
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Color Key
regulation of vesicle targeting, to, from or within Golgi
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Color Key
regulation of ER to Golgi vesicle-mediated transport
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Color Key
positive regulation of endocytosis
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regulation of receptor—-mediated endocytosis
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Color Key

positive regulation of vesicle fusion
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Color Key

regulation of SNARE complex assembly
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regulation of COPII vesicle coating
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Color Key

regulation of ER to Golgi vesicle-mediated transport by GTP hydrolysis
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Color Key
positive regulation of receptor-mediated endocytosis
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Color Key

regulation of receptor internalization
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Color Key
positive regulation of receptor internalization
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