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ncRNA export from nucleus
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poly(A)+ mRNA export from nucleus
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mRNA−containing ribonucleoprotein complex export from nucleus
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rRNA−containing ribonucleoprotein complex export from nucleus
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tRNA−containing ribonucleoprotein complex export from nucleus
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ribosomal subunit export from nucleus
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ribosomal large subunit export from nucleus
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ribosomal small subunit export from nucleus
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