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T regulation of filamentous growth of a population of unicellular organisms

-10 5
Value

SNF1
MSN1
FKH1
MIG1
MIG2
KSP1
MKS1
NRG2
IME4
FLO8
UPC2
FLO8
TEC1
MUM2
GAL11
PHD1
SIP4
RAS2
ECM22
SUT1
SNF5
RXT2
TUP1
KAP123
SDS3
CDC42

LT e

|
|||—'—|_III__'T—'—||_'__|I_|

SAP30
PHO23
SNF2
- NRG1
MSS11
-I: SFL1
RME1
{ ASH1
— YNL196C
iG2
OPY2
SuUT2
YTA7
FKH2
DIG1
UBA4

yt

Z_Im_K_Cyt
Z Im_L_Cyt

:II

Z_Im_K_Gem
Z_Shift K_C
Z Im_L_Gem

Z_Shift L_Gem

Z_Shift K_Gem

Gene



Color Key

ﬁ"' ygative regulation of filamentous growth of a population of unicellular organisms

Value

FKH2

DIG1

NRG2

FKH1

IME4

SIP4

SuUT2

MUM2

SUT1
NRG1
SFL1

YNL196C

DIG2

I

; g 5 5 ; ; 3 5

y, 2 % % S S 2 .

X X & £ | | = £

= £ = = B IS c =

75 N ? N 7 N 2, N
| N ~N I N N

N N

Gene



Color Key
Tt )sitive regulation of filamentous growth of a population of unicellular organisms

-10 5
Value
SNF1
MSN1

— MIG2

— MIG1

— UPC2

— FLO8

PHD1
£ GAL11
RAS2

—— ECM22

aine

—— FLO8

SNF5

RXT2

CDC42

SAP30

PHO23

SNF2

MSS11

I TEC1

RME1

{ ASH1

OPY2

- - 5 5 - - 5 5
2 2 % % 2 S 2 .
X X = £ | | = E
= £ < = = £ = -
75 N ? N 7 N 2, N
| N ~N I N N
N N

Gene



Color Key
T regulation of growth of unicellular organism as a thread of attached cells
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T of filamentous growth of a population of unicellular organisms in response to starvation
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T psitive regulation of growth of unicellular organism as a thread of attached cells
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Tt jon of filamentous growth of a population of unicellular organisms in response to starvation
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T regulation of invasive growth in response to glucose limitation
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T regulation of pseudohyphal growth
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T negative regulation of invasive growth in response to glucose limitation
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T negative regulation of pseudohyphal growth
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T positive regulation of pseudohyphal growth
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F'FS th in response to glucose limitation by negative regulation of transcription from RNA polymerase
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