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−19 −1 −15 11 9 19 10 −5

0 −8 0 −1 0 15 0 2

−1 2 −2 3 2 −5 5 −8

0 1 −1 3 0 −2 2 −5

−1 3 0 1 2 −5 4 −3

2 1 2 1 −1 −3 −1 −1

2 1 2 0 0 −4 2 −1

2 1 3 0 0 −2 1 −1

2 1 3 0 −1 −2 4 −4

1 1 2 1 0 −3 4 −1

0 −2 1 0 1 4 −1 1

−1 −4 2 −1 2 3 2 2

−1 0 −1 1 0 −1 0 −2

0 1 −1 1 0 0 0 −1

1 1 2 0 −1 0 0 −1

0 1 0 1 0 0 1 0

0 1 0 0 0 0 1 −1

0 0 0 0

0 0 0 0

0 0 0 0

0 1 1 0 0 −1 1 0

0 −2 0 1 1 0 1 −1

0 −1 0 0 1 0 1 −1

−1 0 −1 1 3 0 2 −2

1 0 1 1 0 1 1 1

1 1 1 1 0 −1 1 3

0 0 0 0 1 0 4 2

0 0 1 1 2 −1 4 1

−3 2 −12 4 6 −4 12 9

0 −6 2 −3 2 1 1 11

1 1 2 −6 0 −2 1 8

1 2 3 −2 0 −3 2 3

2 1 3 −4 0 −4 4 6

0 2 1 −1 2 −5 4 5

0 2 3 −1 4 −4 4 4

DNA−templated transcription, termination
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termination of RNA polymerase I transcription
−10 5

Value

Color Key



Z
_S

hi
ft_

K
_G

em

Z
_l

m
_K

_G
em

Z
_S

hi
ft_

K
_C

yt

Z
_l

m
_K

_C
yt

Z
_S

hi
ft_

L_
G

em

Z
_l

m
_L

_G
em

Z
_S

hi
ft_

L_
C

yt

Z
_l

m
_L

_C
yt

SRB5

RAI1

NPL3

REF2

CHD1

NRD1

PTA1

FKH1

SUB1

SYC1

ISW1

RPB11

ISW2

YSH1

SSU72

RAT1

RNT1

ESS1

SEN1

CFT1

PCF11

GLC7

RPB3

G
en

e

−15 6 −19 3 9 −1 10 −1

−14 4 −16 7 10 −5 8 −2

−10 4 −8 6 7 0 7 −5

−19 −1 −15 11 9 19 10 −5

0 −8 0 −1 0 15 0 2

2 1 2 0 0 −4 2 −1
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1 1 2 −6 0 −2 1 8

1 2 3 −2 0 −3 2 3

2 1 3 −4 0 −4 4 6

0 2 1 −1 2 −5 4 5

0 2 3 −1 4 −4 4 4

termination of RNA polymerase II transcription
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termination of RNA polymerase II transcription, poly(A)−coupled
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termination of RNA polymerase II transcription, exosome−dependent
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