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0 1 1 0 0 −1 −1 0

1 0 1 0 0 −1 0 0

0 1 1 0 −1 −1 0 0

1 1 2 0 −1 −1 −1 −1

1 1 1 1 0 −2 0 −1

1 1 1 1 −1 −1 0 0

1 1 2 0 −1 −1 −1 −1

0 1 1 0 −1 0 0 −2

1 1 2 0 0 0 −1 −1

1 1 2 −1 −1 0 −1 0

1 0 2 0 0 −1 0 −1

1 1 2 0 0 0 0 0

2 0 2 0 0 1 0 −1

2 1 2 0 0 0 −1 0

2 1 2 0 1 −1 0 1

2 1 2 0 0 0 1 1

−4 1 −3 0 4 −2 2 1

−3 −1 −2 0 3 2 2 2

−5 1 1 0 4 0 1 −1

−3 −2 0 1 7 0 3 −2

0 −1 −1 1 0 0 0 −1

0 0 −1 1 0 0 0 0

0 0 0 0 0 0 −1 0

0 1 0 0 0 0 0 −1

−1 0 −2 0 −1 1 0 0

−1 0 −1 0 0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0 0 0 1 0

1 0 0 0 0 0 1 0

0 −2 0 1 1 2 0 1

0 −1 0 1 0 2 1 0

0 −1 0 0 1 1 1 −1

−1 1 −1 1 1 0 1 −4

0 0 −1 1 2 −2 3 −3

−1 1 −1 1 3 −1 2 −2

0 −1 −1 2 0 0 4 −4

−1 −3 −1 1 3 0 2 −2

−1 −1 −2 1 3 0 4 −1

0 −2 0 1 2 −1 3 −1

0 −1 0 1 2 −1 3 −2

−1 −2 0 0 3 −1 4 0

0 −1 0 1 2 1 3 0

0 0 1 0 1 −1 4 −1

1 1 1 0 1 −1 2 −1

−1 1 −2 1 0 −2 3 0

−1 1 −1 0 1 −2 2 0

0 1 −1 1 0 −1 3 −2

0 0 −1 1 0 0 2 −1

0 0 0 2 1 −1 2 −1

−1 1 −1 0 1 −1 1 −1

0 0 −1 0 1 0 1 −1

−1 0 −1 0 1 0 1 1

−1 0 −1 1 0 0 2 1

0 0 0 0 1 −1 3 1

0 1 0 1 4 −4 5 −5

2 0 2 1 3 −2 3 −2

0 0 0 1 2 −2 3 −5

0 1 0 0 4 −1 4 −3

0 1 0 1 3 −1 3 −3

1 1 1 1 2 0 3 −3

0 −1 −2 2 2 1 5 −1

2 1 −3 1 2 0 6 0

1 1 −1 −3 1 −2 5 1

0 −1 −1 −2 3 −1 7 1

−1 0 1 0 2 −1 6 0

−1 −4 0 −6 2 4 4 13

0 1 0 −2 7 1 10 17

−2 −5 −3 −9 3 3 4 4

−1 −5 −3 −8 5 −2 6 3

0 −1 −2 −9 3 −1 7 3

−1 −2 −3 −8 4 0 6 5

−1 −4 0 1 0 2 0 1

0 −4 1 1 0 3 0 0

1 −5 1 0 1 4 1 0

0 −3 0 0 0 6 2 1

−2 −6 −4 2 3 3 4 1

−2 −4 −3 0 7 2 6 2

−2 −6 0 1 5 1 7 3

−1 0 −1 −2 1 0 1 1

−1 0 −1 −2 0 0 1 2

−1 −1 0 −1 1 1 1 1

−1 0 0 0 3 −1 2 1

0 0 1 0 2 −1 2 2

0 0 0 −2 1 0 4 3

0 0 1 −2 1 1 3 4

1 −2 1 2 1 1 1 4

0 −2 2 0 4 0 2 2

1 1 2 0 2 −2 2 2

2 0 2 −4 0 1 2 5

−1 −2 0 −5 1 1 4 5

0 −1 1 −5 2 0 5 3

2 0 2 −2 2 3 3 8

−1 −1 0 −2 4 1 2 5

−1 −2 0 0 4 2 3 5

−6 0 −8 −12 3 0 7 5

−7 2 −7 −16 6 −1 7 4

−4 3 −2 −17 5 −4 7 10

0 −2 −1 −28 0 8 2 18

0 0 −2 −18 0 1 3 19

−17 2 −22 −10 16 −1 24 37

structural constituent of ribosome
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TIR3

DAN2

PIR1

DAN4

TIP1

KRE1

YLR194C_2

DAN3

YAL068C

DAN1

YGL261C

TIR4

CIS3

PAU5

SED1

YLL025W

PAU2

HSP150

SPI1

TIR1

YHL046C

CCW14

CCW12

YJL160C_1

YHR126C

PAU4

TIR2

CWP1

YJL160C_2

PAU7

YLR194C_1

PIR3

CWP2

G
en

e

0 −13 −41 0 11 37

0 −1 −6 11 2 −1 5 −9

0 −1 −8 11 2 1 5 −3

1 −1 2 −11 2 1 4 7

0 1 −5 4 1 −1 5 2

0 −5 0 −3 1 2 2 2

0 −1 2 −5 2 2 4 2

0 1 1 0 −1 −2 0 −3

0 1 1 −1 −1 −1 −1 −2

0 0 0 0 0 −1 0 0

0 0 0 0 0 0 0 0

0 1 0 0 0 −1 0 0

0 1 0 0 0 −1 0 0

1 1 0 0 −1 −1 −1 −1

0 1 0 0 −1 −1 −1 1

−1 0 0 1 0 −1 1 −1

0 1 0 0 0 −1 1 −1

1 0 0 0 −1 −1 0 −1

1 0 0 0 0 0 1 −1

1 1 0 −1 −2 0

0 1 1 0 −1 −2 −1 0

1 1 1 0 0 −1 −1 0

0 −2 −1 2 1 2 2 −2

0 −1 0 1 1 0 1 −2

1 0 1 1 1 0 1 −1

−1 −1 0 −1 1 0 0 1

−1 0 0 0 1 0 0 1

0 0 0 0 0 0 1 1

1 1 0 0 −1 0 1 2

1 −1 0 −2 1 0 1 2

0 0 0 0 2 0 1 2

0 0 0 −1 0 0 2 2

0 −1 1 0 1 0 2 2

structural constituent of cell wall
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TUB2

NUF2

BIM1

ARC35

MHP1

JNM1

FIN1

KIP1

SPC72

CNM67

TUB3

SPC24

ARP1

TUB4

BIM1

TID3

SPC29

SPC110

NUD1

CDC31

SPC42

G
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e

0 −3 0 −21 4 −1 6 14

1 −1 2 −14 0 2 2 16

0 −8 0 −15 2 16 2 20

1 −3 −6 0 2 1 7 4

−1 1 −2 3 0 0 1 −3

0 0 0 −1 1 1 1 2

1 0 0 0 −1 −1 0 −1

1 0 1 0 −1 0 0 −1

0 0 0 0

0 0 0 0

0 −1 1 0 0 1 2 −1

1 1 2 0 −1 1 0 0

3 1 3 1 0 1 0 1

0 1 1 −5 −1 −4 1 3

1 2 0 −1 1 −3 0 1

1 1 1 0 0 −4 0 1

1 1 2 −1 −1 −3 1 −1

1 1 2 0 −1 −4 4 0

1 −1 3 −1 2 −1 1 7

1 0 1 −2 0 0 1 5

0 −1 1 −2 0 0 1 6

structural constituent of cytoskeleton
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NUP116

NUP133

NUP120

POM34

NUP100

YGR026W

NUP157

NUP42

NUP170

YLR064W

YLL023C

NUP82

SEH1

NUP1

NIC96

POM152

NUP60

NUP84

NUP188

NUP145

NDC1

G
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e

−9 2 −19 1 6 −4 9 −2

−10 −1 −11 3 7 −1 8 −4

−4 −7 −7 −3 7 14 9 2

−1 −3 0 0 1 2 0 0

0 1 0 1 −1 −2 −1 −1

0 1 1 0 −1 −1 −1 −1

0 1 1 0 −1 −1 1 0

0 1 1 0 0 −1 0 0

1 1 0 1 1 −3 2 −2

0 0 0 1 1 0 2 −1

1 0 1 0 −1 0 0 0

1 −1 1 0 0 0 −1 0

2 1 3 −1 −1 −1 −1 2

0 1 0 −4 0 −3 0 3

0 0 1 −1 0 0 1 4

1 −1 1 −4 1 1 3 4

−2 0 −3 2 3 −2 3 −1

−7 −1 −3 1 7 −1 7 −2

1 1 0 0 1 −1 6 −5

1 2 1 1 4 −3 8 −2

−18 3 −21 16 12 −1 15 16

structural constituent of nuclear pore
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PBS2

MFT1

SPA2

ATG11

TAF12

CDC39

ATG17

CDC10

SPH1

SGT2

MRE11

TAF10

HPR1

STE5

BEM1

YDL073W

USA1

SHO1

UBP8

ECM29

TAF9

G
en

e

−2 2 −14 23 3 −1 8 −9

0 2 0 1 1 −4 0 −2

1 1 2 −1 −1 −2 −1 −2

2 1 3 −1 −2 −1 −2 0

0 1 1 −3 0 −3 1 6

1 1 2 −4 0 −3 7 2

−1 −1 −1 1 1 1 1 0

−2 −2 0 0 2 2 1 0

0 0 0 0 −1 2 −1 −1

0 0 0 0 −1 0 0 1

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 −1 1 1 1 1 −1 −1

1 0 1 0 1 1 2 0

1 −1 1 −1 0 3 4 2

0 0 1 −1 0 0 1 2

1 0 1 0 0 1 2 4

protein complex scaffold
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SPA2
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STE5
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1 1 2 −1 −1 −2 −1 −2

0 0 0 0 −1 2 −1 −1

0 0 0 0

0 0 0 0

1 0 1 0 1 1 2 0

−2 2 −14 23 3 −1 8 −9

MAP−kinase scaffold activity
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