Color Key
MRNA processing
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MRNA splicing, via spliceosome
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7—methylguanosine mRNA capping
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MRNA 3'-end processing
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MRNA splicing, via endonucleolytic cleavage and ligation
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MRNA cis splicing, via spliceosome
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MRNA polyadenylation
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Color Key
Jlicing via endonucleolytic cleavage and ligation involved in unfolded protein response
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