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-anscription factor activity, RNA polymerase Il basal transcription factor binding

-10 5
Value

NCB2

RAP1

GAL11

BURG

GCN4

PAF1

TOA1

SUA7

SRB2

CDC73

SRB5

- - 5 5 - - 5 5

2 2 % % 2 S 2 .

X =<| = £ | | = E

= £ = = B IS c =

75 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key
RNA polymerase Il transcription cofactor activity
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transcription factor activity, RNA polymerase |l transcription factor recruiting
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ranscriptional repressor activity, RNA polymerase Il transcription factor binding
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Color Key
RNA polymerase Il transcription factor activity, TBP—class protein binding
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RNA polymerase Il transcription coactivator activity
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RNA polymerase Il transcription corepressor activity
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Color Key
anscription factor activity, TBP—class protein binding, involved in preinitiation complex assembly
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ranscriptional activator activity, RNA polymerase Il transcription factor binding
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RNA polymerase Il transcription coactivator activity
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