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Color Key
Golgi to endosome transport
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endocytic recycling
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Color Key
endosome transport via multivesicular body sorting pathway
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Color Key
retrograde transport, endosome to Golgi
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Color Key
late endosome to vacuole transport
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T

late endosome to vacuole transport via multivesicular body sorting pathway
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early endosome to Golgi transport
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Color Key
involved in ubiquitin—dependent protein catabolic process via the multivesicular body sorting path
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