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0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 0
0 0 0 00 0 0 0
0 0 0 01 0 0 0 0 0 0 00 1 0 0 −1 −1 0 0

0 1 0 1 0 0 0 0
0 0 0 0 0 0 0 −1
0 0 1 0 0 0 0 0
0 0 1 0 0 0 0 01 1 1 0 0 0 0 00 1 1 0 0 0 0 0
0 1 0 0 0 0 0 0
0 0 0 −1 −1 −1 0 00 0 −1 −1 0 0 −1 0
0 −1 0 −1 −1 0 −1 1
0 0 0 −1 −1 −1 −1 1

−1 0 −1 −1 0 0 0 1
0 0 0 −1 0 0 0 1
0 0 1 0 0 −1 0 1
0 0 0 0 0 −1 0 1
0 0 1 −1 0 −1 0 2
0 0 1 0 0 −1 −1 1
0 1 0 −1 −1 −1 1 01 0 1 −1 0 0 1 0
0 1 1 0 0 −1 0 0
0 1 1 0 0 −1 1 00 1 1 0 0 0 1 0
0 0 1 −1 1 −1 0 0
0 0 1 0 0 −1 1 00 0 1 0 1 −1 0 01 0 1 −1 0 0 1 01 1 1 −1 0 −1 0 01 0 1 −1 1 0 1 11 1 0 0 0 0 1 2
1 1 1 0 0 0 0 2
0 1 1 0 0 −2 0 1
0 1 1 0 0 −2 0 1
1 1 1 0 −1 −1 1 1
1 1 1 −1 0 −1 1 2
0 1 1 0 0 −1 1 1
0 1 0 0 −1 −1 −1 0
0 1 0 −1 −1 −1 0 00 1 1 0 −1 −1 −1 0
0 1 0 0 −1 −1 −1 1
0 1 0 1 −1 −1 −1 00 1 1 0 0 −1 0 01 1 1 0 −1 −1 −1 01 0 1 0 0 −1 −1 1
1 0 1 0 0 0 0 11 0 1 0 0 −1 0 1
1 −1 1 0 0 1 −1 01 −1 2 0 0 0 −1 1
0 0 1 0 1 0 0 1
1 1 1 0 1 1 0 01 1 2 0 0 1 0 01 1 2 0 0 0 −1 01 1 2 0 1 −2 −1 01 0 1 1 −1 −1 −1 02 1 1 1 −1 −1 −1 02 0 1 1 0 0 −1 −1
2 1 3 0 0 0 0 1
2 1 2 0 0 0 −1 12 1 0 −1 −1 02 1 2 0 −1 0 0 02 0 2 0 −1 0 −1 02 1 3 0 −1 0 −1 01 −2 2 0 0 1 −1 00 −1 1 −1 0 1 0 11 −2 2 0 0 1 −1 1
1 −1 3 −1 0 1 1 1
1 −2 2 0 0 0 0 12 0 2 0 0 0 1 2
1 0 1 0 −2 0 0 00 0 1 0 −1 0 1 1
0 −2 1 0 −1 1 0 01 0 0 −1 1 01 −1 0 1 0 1 1 01 0 1 0 −1 2 0 1
1 0 1 1 0 1 1 1
1 −1 1 −1 0 0 0 1
0 0 1 0 1 0 0 1
1 0 1 0 0 0 0 1
1 −1 0 0 0 0 0 1
1 0 1 0 0 1 0 1
0 −1 0 0 0 0 1 1
0 −1 −1 0 0 1 2 00 0 0 −1 0 0 1 01 −1 0 0 0 0 0 1
0 0 0 0 1 1 0 00 0 1 1 0 0 0 0−1 −1 0 0 0 0 0 1
0 0 0 −1 1 0 1 1
0 −1 1 0 1 1 1 1

−1 0 0 0 0 1 −1 0−1 0 0 0 1 1 0 01 −1 0 −1 1 1 1 0
0 0 0 0 0 2 1 01 0 1 0 1 2 0 −1
0 0 0 0 0 1 0 01 0 1 1 0 2 0 0−2 3 −1 0 1 −4 1 0−1 2 −2 −1 1 −3 1 1

−1 2 −1 −2 0 −4 1 2
0 2 −1 −2 2 −3 3 2

−1 0 −1 −2 1 −1 1 2
−1 0 −1 −1 1 −1 1 3−1 0 −1 −1 0 1 0 3
0 0 −1 −1 0 0 1 3
0 0 0 −1 0 0 1 2
0 −1 1 −1 1 0 0 2
1 0 1 −1 0 0 0 30 0 1 −1 0 1 −1 3
0 1 0 −1 −1 −1 1 3
0 1 1 −1 0 −1 1 30 1 1 −1 0 −1 1 31 1 1 1 0 −1 1 31 1 1 0 0 0 2 4
1 0 1 1 1 0 3 51 0 1 0 0 1 2 4
1 0 1 −1 0 0 2 51 0 2 −1 1 0 2 4
1 1 2 −1 0 0 3 31 0 2 −1 1 0 3 3
0 1 1 −1 0 −3 4 1
0 2 0 1 1 −3 4 22 1 2 0 0 −2 2 1
2 1 1 1 0 −3 2 1
1 2 1 2 −1 −3 3 11 1 1 −2 −1 0 3 1
1 0 1 −1 0 −1 4 1
1 1 2 −1 0 0 3 1
2 0 2 −1 −1 −1 3 1
0 0 0 −2 0 −1 1 2
0 0 0 −1 −1 0 1 1
1 0 0 −1 0 0 1 1
1 0 1 −1 0 0 1 2
0 0 1 −1 0 −1 2 11 0 2 −1 0 0 2 2
0 0 1 0 1 −1 1 2
1 1 0 0 0 0 2 22 1 2 −1 1 −3 3 4
0 1 2 −2 2 −3 2 2
1 2 3 −2 0 −3 2 31 1 2 −1 0 −3 1 2
0 1 1 −1 0 −3 1 2
1 1 1 1 −1 −2 1 2
1 1 1 0 0 −3 2 21 1 1 0 0 −2 2 31 2 1 0 0 −3 1 31 1 1 0 0 −3 2 31 1 1 −2 0 −3 2 2
1 1 1 −1 −1 −1 1 2
1 1 1 −2 0 −1 3 2
0 0 0 −2 0 −1 2 3
0 0 1 −2 0 −1 3 4
1 1 1 −1 1 −2 3 2
1 0 2 0 0 −2 3 3

transcription, DNA−templated
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RPA190

CHD1

SCH9

CTK2

UAF30

RPA12

RPC19

SPT4

HMO1

CKB2

CTK3

CDC73

CTK1

CTR9

CKA1

RPB5

SPT5

DST1

RRN5

KIN28

RPA49

RPA14

LEO1

RPA34

RPA43

TFB1

RXT3

GRC3

UME1

UTP9

RRN6

UTP4

RPB8

SIN3

PHO23

SAP30

RRN11

SNF6

PAF1

HPR1

RTF1

RRN10

RRN7

UTP10

CKB1

CKA2

TOR1

UTP5

RLR1

RPD3

ISW1

RPC40

GTR1

UTP15

TAP42

RRN3

RRN9

G
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e

1 1 1 −20 2 −3 5 16

0 −8 0 −1 0 15 0 2

0 −7 −1 −3 4 17 6 7

−12 8 −6 6 9 −7 10 −6

−2 3 −3 4 1 −6 1 −4

−1 2 −2 3 2 −5 5 −8

−2 3 −3 4 5 −7 6 −7

−3 3 −6 8 4 −6 6 −7

−4 2 −4 0 7 −4 7 −1

−5 3 −4 3 5 −2 6 −2

−2 1 −5 5 6 −4 6 −1

−6 4 −15 −7 8 −4 10 4

−6 4 −4 −10 6 −3 8 4

−3 2 −12 4 6 −4 12 9

0 −3 0 −4 0 2 1 3

0 −2 0 −3 1 0 5 6

1 −2 2 −2 1 2 2 6

0 1 −1 3 0 −2 2 −5

0 0 1 0 0 1 3 −6

1 1 2 0 −1 −4 4 −1

−1 2 −2 −1 1 −3 1 1

0 2 −1 2 3 −4 2 −4

−1 3 0 1 2 −5 4 −3

1 1 2 1 3 −3 2 −2

1 2 1 2 2 −4 4 −1

0 1 1 0 −2 −4 −1 −1

0 1 1 −1 −1 −2 −1 −1

2 1 2 1 −1 −3 −1 −1

1 2 0 0 0 −4 1 −1

0 1 1 0 0 −3 −1 0

0 1 1 0 −1 −2 1 0

0 0 1 0 −1 −1 −1 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

0 0 0 0

1 1 2 0 −1 0 0 −1

2 1 3 0 −1 0 −1 0

1 −2 2 0 0 1 −1 0

2 0 2 0 0 0 1 2

0 1 1 1 0 −1 0 −2

0 1 1 0 1 −2 1 −2

0 1 0 1 0 −1 0 0

0 1 1 0 0 0 0 0

0 1 1 0 0 0 1 0

1 0 1 −1 0 1 2 0

0 −2 0 1 1 0 1 −1

0 0 0 1 2 0 2 0

3 0 4 −1 0 2 2 1

2 1 2 −1 1 −3 3 4

2 1 2 0 0 −2 2 1

0 1 1 −1 0 −3 4 1

1 1 1 −1 1 −2 3 2

transcription from RNA polymerase I promoter
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POP2
GAT2
STH1
RPB7
DAL81
SSN8
SUS1
CLA4
CGI121
ELP6
RTT109
ELP2
ELP3
SPT8
ASF1
RPB9
RAD9
SPT3
ARP4
CRZ1
RSC8
YNR063W
YLR278C
SEN1
GCR2
GLC7
RPB3
GVP36
CDC39
PCF11
NAP1
TAF12
RSC3
RPM2
RPT5
FAP1
HAC1
ADA2
FLO8
CBF1
HCM1
YMR111C
PLP2
ELF1
POP2
HAP2
MAL33
SPT5
RPT3
RPB5
STB5
CEP3
EPL1
TAF9
FCP1
PHO85
SIN4
IXR1
SRB8
RPT1
VPS15
NUP120
DIG1
MED1
RPN4
ELP4
OPI1
EAF7
SCH9
NUT1
CHD1
SSN2
BRE1
SRB7
SWI4
FKH2
REF2
PHO80
REG1
LYS14
SRB5
RAI1
CCR4
SPT10
NUP133
CTR9
BUR2
THP1
SPN1
NPL3
CTK2
KEM1
TAF13
PFD1
DAL82
CST6
RTG3
SRB2
PDR1
GCR1
CDC73
CTK1
THI3
ROX1
RPA12
TAF8
YER139C
HTA1
DST1
ZAP1
STP1
UME6
SRB4
EMI5
LEO1
HSF1
SOH1
RSC6
HTB1
NUP84
SFP1
BUD27
HMO1
CTK3
YKE2
SIF2
SPT4
YOR338W
GIM5
STB1
MET31
DIG2
EAF3
EMI2
XBP1
HAC1
MBF1
HAP3
CAM1
YPR196W
SPT21
HTZ1
EMI1
WHI5
RTG2
KTI12
RVB2
SGF11
YDR520C
HAA1
HDA2
PRR1
MED4
HDA1
SWI6
SFH1
SGF29
SGF73
HDA3
SKS1
BMH1
SWI3
POG1
FKH1
FUN30
RRD1
HIR1
CIN5
YOX1
HIR2
TAF4
MKS1
PHO2
ARG80
REG2
SOK2
RTT106
ISW1
HMT1
YKR064W
AZF1
SKM1
RTG1
MIG2
GTS1
MIG1
ARG81
MSN1
GIM3
YDR079C−A_1
CUP2
PHD1
HUS1
NDT80
EMI1
DOT6
IKI3
RPT6
YOR051C
SPP41
YPR148C
NRG2
HAP4
YLL029W
ELC1
VID28
YAP3
RNT1
SKO1
TFB1
UME1
CDC28
CCL1
SPT2
MAC1
SWI1
THP2
RAD23
YTA7
SNF4
TOP1
SGV1
SSL1
NRD1
RPB2
KIN28
SPT6
RPT2
YLR455W
RSC58
PTA1
YJR119C
MBF1
ITC1
RTT102
YAL068C
GTR2
PDR3
YRR1
HAL9
YER184C
TBS1
MOD5
SNT2
RSC4
THI2
TEA1
PLP1
STB3
YJL206C_1
HOS3
YBR239C
MBP1
VHR1
ARG82
CDC36
RTF1
ECM22
YJL103C
YFL052W
RAD2
BUR6
YLL054C
YER051W
OAF1
ASH1
GAT3
BYE1
FUN19
PPR1
MSS11
SFL1
AFT2
YGP1
CSR2
SMP1
RME1
YNG1
SIP4
RPH1
ISW2
HAP2
INO2
DAT1
STP2
CSN12
RCO1
EDS1
ARR1
CRF1
YPL230W
RPO21
GIS1
NOT3
YAP5
SUB1
YHP1
PDR8
ASG1
YSH1
SYC1
MET28
MAL13
NHP6A
RPI1
MLP1
MGA2
SEF1
MCM1
SUT2
CAF120
LEU3
GAL4
RGT1
HHF1
MFT1
CBF1
SNF11
SKN7
TFB4
CCR4
RSF1
INO4
FHL1
ARP7
TAF7
CKS1
KAE1
TFA2
FLO8
ROX3
PGD1
GVP36
WAR1
RDS1
TAF3
TFB2
ADR1
YAP1
CHA4
HOT1
GAL3
SIP3
GLN3
HIR3
HPC2
MET4
IME1
YDR066C
STD1
CUP9
RBA50
WTM2
SPT23
HOG1
HAL1
RDS2
CAF130
SRL3
RVB1
MSN2
ACE2
STB4
SSU72
LAP3
GAL80
GAL11
GAT4
ECM23
CAF40
GPB2
MSN4
CAT8
FZF1
RPD3
YBL054W
ACA1
NRG1
YPL216W
YGL220W
YAP6
TFA1
YKR023W
NCB2
PHO4
MET32
NOT5
HFI1
TAF14
GCR1
SSN3
SNF8
SNF2
RPB8
RPB11
SIN3
PHO23
SAP30
NPL6
VPS36
RSC2
VPS34
ABF1
SOD1
VPS25
GON7
RPB4
RPB4
IMP2'
SDS3
YHR177W
RIM101
SNF6
STE20
BUD32
GCN5
YGR122W
RSC1
CEG1
RCS1
RAD6
MOT2
GCN4
ADA2
NGG1
TAF10
HPR1
TFB5
TUP1
HTL1
SNF5
PAF1
CYC8
RXT2
DEP1
LDB7
YKL222C
RLM1
SUT1
ARO80
GAT1
UTP5
HOS1
RDR1
HAP5
PIP2
RLR1
CAF16
PRR2
YJL206C_2
YAP7
KAR4
MIG3
RAD4
RGM1
CAD1
RAP1
RFX1
BAS1
MED8
SPS100
WTM1
ESS1
GZF3
YBR111W−A_1
MOT3
POB3
CFT1
MED6
TBF1
CSE2
YFL049W
MBF1
TOA1
UPC2
UGA3
IZH2
MAF1
TFG1
DAL80
CAF4
TFB3
RSP5
SUA7
TEC1
YRM1
TAF11
PUT3
RAT1
SRL3
CET1
MED7
NUT2
ESA1
RGR1

G
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e

−1 −5 −3 −32 3 0 6 28
0 0 −1 −26 0 0 5 24
0 1 −6 −17 0 −3 6 18
0 −4 1 −10 −1 0 0 18

−1 −5 −1 −19 5 4 6 17
−3 −4 −3 −8 3 0 4 4
−3 −1 −4 −6 3 1 3 3
−5 0 −6 −8 3 −1 5 2
−4 −5 −4 −4 6 1 5 4
−3 −3 −1 −5 4 0 6 3
−3 −3 0 −6 7 1 6 4
−1 −5 −2 −3 4 2 6 3
−1 −4 0 −2 3 2 3 3
0 −3 0 −3 2 2 4 4
0 −6 −2 −9 4 4 8 8

−1 −1 −3 −9 6 2 6 7
0 −4 1 −9 0 3 −1 9

−1 −4 −3 −7 3 4 4 8
1 −5 0 −6 1 4 4 11
0 1 0 −8 0 −1 1 7
0 −1 0 −7 2 0 3 9
1 −1 1 −6 0 0 0 7
0 0 1 −6 −1 1 1 8
1 1 2 −6 0 −2 1 8

−3 2 0 −2 6 −2 5 4
0 2 1 −1 2 −5 4 5
0 2 3 −1 4 −4 4 4
2 1 2 −4 0 −1 3 1
1 1 2 −4 0 −3 7 2
2 1 3 −4 0 −4 4 6
1 1 0 −5 0 −2 2 6
0 1 1 −3 0 −3 1 6

−1 1 0 −5 1 −2 2 5
0 1 2 −3 2 −2 2 5
1 1 0 −4 0 −1 2 3

−1 0 −1 −3 1 0 2 4
0 −1 0 −5 1 1 1 3
0 0 1 −2 1 1 1 3
0 0 −1 −2 1 1 1 1
1 0 0 −3 0 1 1 2
0 −1 2 −6 1 −1 3 4
1 0 2 −5 0 0 2 4
1 −1 2 −3 0 0 4 4
0 −3 0 −5 1 2 3 4
0 −1 1 −4 1 2 1 6
1 −1 1 −4 1 1 2 4
0 −1 1 −4 1 1 3 5
1 −2 2 −2 1 2 2 6
0 −4 0 −4 2 2 4 7
0 −2 0 −3 1 0 5 6
0 1 1 −2 0 −1 2 7
1 0 2 −2 1 1 3 9
1 0 1 1 1 0 3 5
1 0 1 0 0 1 2 4
1 0 1 −1 0 0 2 5

−4 −11 −5 −22 7 20 5 5
−3 −11 −1 −12 5 20 5 4
−1 −11 −2 −10 1 20 4 8

−11 −9 −14 −11 7 19 10 9
−8 −7 −6 −14 12 16 12 16
0 −10 1 −10 5 19 4 23

−4 −7 −7 −3 7 14 9 2
−8 −6 −2 1 6 14 4 −4
−2 −6 −5 4 3 14 4 0
0 −3 2 0 3 10 1 0
0 −5 0 2 0 12 0 1
3 −5 2 0 1 12 1 3

−2 −6 −3 −4 3 14 2 6
0 −7 −1 −3 4 17 6 7

−1 −7 −1 −1 3 14 1 2
0 −8 0 −1 0 15 0 2
0 −8 1 0 0 17 0 1
0 −10 0 −1 1 19 1 1
0 −8 1 0 1 18 1 1
1 −10 1 −2 1 20 1 5
1 −10 2 −2 0 20 2 5

−19 −1 −15 11 9 19 10 −5
−7 −9 −15 8 5 19 7 −2

−15 −11 0 9 20 0
−13 −11 0 12 20 0
−15 6 −19 3 9 −1 10 −1
−14 4 −16 7 10 −5 8 −2
−12 6 −21 9 5 −6 7 2
−12 −1 −14 −3 9 −3 10 −3
−10 −1 −11 3 7 −1 8 −4
−3 2 −12 4 6 −4 12 9

−21 10 −13 7 16 −5 10 −3
−9 7 −10 12 10 −6 12 −11
−8 5 −9 3 7 −5 8 −1

−10 4 −8 6 7 0 7 −5
−12 8 −6 6 9 −7 10 −6
−4 4 −12 9 6 −6 7 2
−8 6 −12 16 6 −6 9 −1
−1 −3 −11 8 5 3 11 −13
0 −1 −8 14 1 1 7 −11

−8 −1 −12 10 7 −2 8 −5
−4 −2 −8 7 3 0 8 −2
−3 −3 −9 12 7 3 9 −5
1 −2 −12 15 0 1 6 0
1 −2 −13 20 2 0 10 −4

−6 4 −15 −7 8 −4 10 4
−6 4 −4 −10 6 −3 8 4
0 1 1 0 −2 −1 3 −8
2 1 2 0 −1 −4 3 −7

−1 2 −2 3 2 −5 5 −8
0 2 0 1 1 −4 5 −6
1 2 0 3 2 −4 3 −7
0 2 −1 2 0 −2 3 −5
0 1 −1 3 0 −2 2 −5
0 1 0 1 2 0 3 −5
0 2 −2 4 1 −4 1 −3

−2 3 −2 3 3 −4 2 −3
0 1 −1 0 0 −3 3 −3
1 2 −1 1 0 −3 4 −1

−1 3 0 1 2 −5 4 −3
1 1 −2 4 1 −3 6 −2
0 2 0 1 2 −3 7 −1

−1 0 −6 4 2 −2 7 −4
−1 −2 −3 2 2 −1 8 −2
−7 −1 −3 1 7 −1 7 −2
−2 −2 −3 1 7 0 8 −1
−3 3 −3 0 5 −5 5 −3
−4 2 −4 0 7 −4 7 −1
−2 1 −5 5 6 −4 6 −1
−3 1 −6 4 3 −2 5 −1
−3 3 −3 4 3 −3 6 0
−3 3 −6 8 4 −6 6 −7
0 −2 −3 8 1 2 5 −10
0 −3 −3 5 1 2 5 −5
0 −2 −3 7 1 1 5 −7

−1 1 −6 9 0 0 3 −3
0 1 −4 8 −1 −2 1 −4
1 1 −3 8 0 0 1 −4
1 1 −5 11 0 0 4 −6
0 1 −5 5 0 0 5 −3
1 0 −3 5 0 0 3 −2
1 1 −5 9 1 1 6 1

−7 −1 −1 0 4 2 0 −1
−3 −1 −2 1 3 2 1 −1
−4 −1 −1 1 5 0 0 −1
−2 −4 −3 2 3 1 4 −5
−1 −5 −1 0 1 4 6 −2
−2 −1 −3 −3 2 1 3 0
−1 −1 −2 −1 1 0 4 −2
−2 −1 −2 1 4 0 3 −3
−2 0 −2 1 2 0 4 −1
0 −2 0 −2 2 −1 8 −2

−1 −3 −7 4 3 3 3 1
1 −1 −4 5 0 1 5 4
1 2 −4 4 1 1 4 3
0 −5 0 0 2 3 0 0
1 −7 0 1 1 4 2 1
0 −6 0 0 2 4 2 2

−1 −6 −2 −3 1 5 2 2
−1 −5 −1 −3 0 5 1 4
0 −5 0 −2 1 4 2 3
0 −6 0 −1 1 6 1 4

−1 −5 −1 −1 3 7 2 3
0 −3 0 1 −1 6 −1 −1
0 0 −1 1 0 5 2 −1
0 −3 0 0 −1 4 −2 2
0 −3 1 −1 −1 2 −1 1
0 −3 0 0 1 3 −1 1
0 −2 1 0 1 4 −1 1
0 −3 0 −2 0 2 0 3
0 −2 −1 −1 1 2 1 3
0 −2 0 0 2 2 0 3
0 −3 1 −1 2 2 0 2
0 −2 0 −1 0 2 0 2
0 −1 1 −1 1 1 1 2
2 −1 3 0 1 2 2 0
3 −3 3 0 2 3 2 −1
0 −2 0 1 0 0 0 −1
0 −2 0 0 0 1 0 −1
0 −1 0 1 0 1 0 0
0 −1 0 0 0 0 1 −1
0 −2 1 0 1 0 1 −2
0 −2 0 1 1 0 1 −1
0 −1 0 0 1 0 1 −1
0 −1 −1 1 0 0 2 −1
0 −1 −1 0 0 1 2 0

−1 −2 −1 0 2 2 1 0
−1 −2 0 0 2 1 1 −1
0 0 0 1 1 2 0 −2
0 −1 1 0 2 3 0 −1
0 −1 0 0 0 3 0 0
0 −1 −1 1 0 2 1 0
0 −1 −1 0 1 3 1 1
1 1 0 1 2 1 1 −2
1 1 1 0 2 2 1 −1
0 0 1 0 2 1 0 0
0 −1 1 0 1 0 0 −1
0 −1 1 0 1 1 1 −1
1 0 1 0 1 0 1 0

−3 −1 0 −2 3 1 1 1
−2 −1 0 −1 4 0 1 1
0 −2 −1 −1 3 3 3 1
0 −2 1 0 1 2 2 3
0 −3 0 0 2 1 1 2

−1 −2 0 −1 2 1 2 3
0 0 −1 1 0 0 4 1
0 −1 −2 2 1 0 4 2

−1 0 −1 −2 1 −1 1 2
−1 0 −1 −1 1 −1 1 3
−1 1 −1 −1 2 1 1 2
1 −1 0 −2 0 1 3 1
0 0 −1 −1 0 1 3 1
0 0 0 0 1 0 4 2
0 1 0 0 −1 −4 −1 −2
0 1 1 0 −2 −4 −1 −1
1 2 0 0 0 −4 1 −1
1 2 2 0 0 −4 0 −1
1 1 0 1 0 −4 0 0
1 2 1 1 0 −6 0 −3
1 2 1 1 −1 −5 0 −3
1 2 1 2 −1 −5 0 −2
0 2 1 1 −1 −5 −1 −4
1 2 1 1 0 −5 0 −4
0 2 0 1 0 −6 1 −4

−1 2 1 −1 1 −3 1 −4
1 1 1 0 0 −3 1 −4
0 1 1 0 −1 −3 2 −2
1 1 1 1 1 −3 2 −1
2 1 2 0 0 −4 2 −1
1 1 2 0 0 −3 1 −1
1 1 2 0 −1 −4 4 −1
1 1 2 1 0 −3 4 −1
4 0 4 −1 0 −2 4 −3
3 1 2 1 −1 −2 2 −4
2 1 2 1 −1 −3 4 −4
2 1 3 0 −1 −2 4 −4
0 1 1 0 −2 −1 −2 −2
0 1 0 0 −1 −1 −1 −2
0 1 0 1 −2 −2 −2 −2
1 0 1 0 −2 −1 −2 −2
0 1 1 −1 −1 −1 −1 −2
0 1 0 0 −1 −1 −2 −1
0 1 0 0 0 0 −1 −1
1 1 1 0 −2 −1 −1 −1
0 1 1 1 −1 −1 −1 −1
0 1 1 0 −2 −2 −2 −1
1 2 2 0 −2 −1 −2 −1
0 1 1 0 −2 −2 −2 0
0 1 0 −1 −1 0

0 1 1 0 −1 −1
0 1 1 1 0 0 0 −1
0 0 1 0 1 0 0 −2
0 1 0 0 −1 −1 −1 0
0 1 0 −1 −1 −1 0 0
0 1 1 0 −1 −1 −1 0
0 1 1 0 0 −1 0 0
1 1 1 0 −1 −1 −1 0
1 1 2 0 0 −1 0 −2
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transcription from RNA polymerase II promoter
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transcription from RNA polymerase III promoter
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transcription of nuclear large rRNA transcript from RNA polymerase I promoter
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tRNA transcription from RNA polymerase III promoter
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rRNA transcription
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