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DNA helicase activity
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ATP-dependent DNA helicase activity
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5'-3' DNA helicase activity
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ATP-dependent RNA helicase activity
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3'-5' RNA helicase activity
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single—stranded DNA-dependent ATP—-dependent DNA helicase activity

T 11
-10 5
Value

MCM5

SEN1

MCM3

MCM6

MCM7

MCM2

- - 5 5 - - 5 5

2 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

75 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

ATP-dependent 3'-5' DNA helicase activity
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ATP-dependent 5'-3' DNA helicase activity
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ATP-dependent 3'-5' RNA helicase activity
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