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bounding membrane of organelle
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Color Key
Golgi—associated vesicle membrane
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endocytic vesicle membrane
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microbody membrane
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organelle outer membrane
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autophagosome membrane
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lytic vacuole membrane
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early endosome membrane
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late endosome membrane

-10 5
Value

GTR1

SNX3

ATG15

GEF1

LCB4

TLG1

SNA3

HSV2

MON1

VTI1

SNA3

VPS36

STP22

VPS28

PEP1

GTR2

CCz1

MEH1

YGR206W

NHX1

SLM4

CDC50

SRN2

DOA4

LTV1

BOS1

- - 5 5 - - 5 5

y, 2 % % N S 2 .

X * = £ | | = E

= £ = = B IS c =

75 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

-10 5
Value

ER to Golgi transport vesicle membrane
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trans—Golgi network transport vesicle membrane

11
-10 5
Value

APM1

APL2

APL4

CLC1

YJL207C

APM2

APS1

Ccccec2

CHC1

€ € S S € € S S

5 5 N © 3 & © ©

y ¥ % % S 4 . 5
I I = £ I I £ £

= £ = = £ IS = =

75 N ? N 7 N 2, N
I N N I N N

N N

Gene



Color Key
COPIl—-coated vesicle membrane
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clathrin—coated vesicle membrane
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clathrin—coated endocytic vesicle membrane
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peroxisomal membrane
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fungal—-type vacuole membrane
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lysosomal membrane
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multivesicular body membrane
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