Color Key
TrTTT maturation of LSU-rRNA

-10 5
Value

NUG1
LAS1
IPI1
RPL7A
RPL37B
SNF6
RPL7B
MAK11
RPF2
DBP7
HIT1
RPL17B
DBP9
NSA2
DBP10
TOM1
NOP12
SSF1

NOP53
MAK5
RAT1
L I MAK16
ERB1
YTM1
SPB1
NOP4
RRP15
RPL8B
HIT1
RRP5
URB1
NOP2
I I UTP30
RLP7
GRC3
RPL1A
NHP2
RPL35B
RPL35A
RPL8A
RPL37A
RPL37B
DBP3
SPB4
RPL1B
TIF6
HAS1
NOP8
DBP6

ST

|

PRP43
TRM112
RAIL
HIT1

= =

yt
yt

Z_Shift_K_Gem I

ZImL.C

Z_Im_K_Gem

Z Im_K_C
Z_Im_L_Gem
Z_Shift L_C

Z_Shift L_Gem

Z_Shift K_C

Gene



Color Key

T on of LSU-rRNA from tricistronic rRNA transcript (SSU-rRNA, 5.8S rRNA, LSU-rRNA)
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