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enzyme activator activity
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phosphatase regulator activity
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ubiquitin—protein transferase regulator activity
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nucleoside-triphosphatase regulator activity
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peptidase regulator activity
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GTPase inhibitor activity
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telomerase inhibitor activity
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peptidase inhibitor activity
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ATPase inhibitor activity
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ribonucleoside—diphosphate reductase inhibitor activity
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ATPase activator activity
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GTPase activator activity
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peptidase activator activity
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protein phosphatase regulator activity
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ubiquitin—protein transferase activator activity
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ATPase regulator activity
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endopeptidase regulator activity
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cyclin—dependent protein serine/threonine kinase regulator activity
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