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0 1 −1 2 0 −1 0 −2

−1 1 −1 1 0 0 0 −1

0 1 −2 3 0 0 0 −1

−1 −1 −1 1 1 1 1 0

0 0 0 1 1 1 −1 0

1 1 0 1 0 0 2 −3

0 −1 1 0 0 0 1 0

1 −2 0 0 1 1 0 1

1 −2 1 −1 0 2 0 2

1 −1 1 0 3 2 0 −1

−11 −7 −6 −19 8 13 6 10

0 −7 0 0 2 19 0 2

2 −7 3 −1 −1 14 −1 4

−1 −8 −1 −3 1 14 1 4

1 −8 2 −4 1 14 2 4

nucleophagy
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−1 −7 −1 0 1 13 1 −1

0 −9 1 −23 2 20 4 14

−1 −9 1 −11 3 20 2 14

ribophagy

−10 5

Value

Color Key



Z
_S

hi
ft_

K
_G

em

Z
_l

m
_K

_G
em

Z
_S

hi
ft_

K
_C

yt

Z
_l

m
_K

_C
yt

Z
_S

hi
ft_

L_
G

em

Z
_l

m
_L

_G
em

Z
_S

hi
ft_

L_
C

yt

Z
_l

m
_L

_C
yt

PRO1

CDC48

RSP5

DOA1

BRE5

UBP3

G
en

e

0 0 0 0

0 1 1 1 −1 0 −1 −1

1 1 2 −1 0 −3 1 2

−1 −7 −1 0 1 13 1 −1

0 −9 1 −23 2 20 4 14

−1 −9 1 −11 3 20 2 14

aggrephagy

−10 5

Value

Color Key



Z
_S

hi
ft_

K
_G

em

Z
_l

m
_K

_G
em

Z
_S

hi
ft_

K
_C

yt

Z
_l

m
_K

_C
yt

Z
_S

hi
ft_

L_
G

em

Z
_l

m
_L

_G
em

Z
_S

hi
ft_

L_
C

yt

Z
_l

m
_L

_C
yt

VPS21

ATG9

YLR312C

YOR152C

ATG1

ATG11

ATG2

ATG8

YPT1

G
en

e

−1 −7 −1 −4 1 0 −1 2
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2 1 3 −1 −2 −1 −2 0

1 1 1 1 −1 −1 −1 0

3 1 4 0 −1 −1 2 −3

2 1 2 1 0 −2 4 −3

reticulophagy
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0 1 1 0 −1 −1 −2 −1

2 1 3 −1 −2 −1 −2 0

1 1 2 −1 −1 −1 −1 −1

2 1 2 0 −1 0 0 −1

0 1 1 1 −1 0 −1 −1

1 1 1 1 −1 −1 −1 0
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2 1 1 1 −1 −1 1 0

1 1 2 0 0 −1 1 0

0 1 −1 2 0 −1 0 −2

−1 1 −1 1 0 0 0 −1

0 1 −2 3 0 0 0 −1

−1 −1 −1 1 1 1 1 0

0 0 0 1 1 1 −1 0

1 1 0 1 0 0 2 −3

0 −1 1 0 0 0 1 0

1 −2 0 0 1 1 0 1

1 −2 1 −1 0 2 0 2

1 −1 1 0 3 2 0 −1

0 1 0 0 1 −2 0 1

0 1 1 0 1 −1 1 1

0 0 −1 −1 0 0 −1 1

0 0 0 −1 0 0 1 2

0 0 1 0 1 −1 0 1

0 0 1 0 0 0 0 1

−11 −7 −6 −19 8 13 6 10

0 −7 0 0 2 19 0 2

2 −7 3 −1 −1 14 −1 4

−1 −8 −1 −3 1 14 1 4

1 −8 2 −4 1 14 2 4

piecemeal microautophagy of nucleus
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1 0 1 0 −1 −1 1 0

1 1 1 1 −1 −1 −1 0

2 1 1 1 −1 −1 1 0
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late nucleophagy
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