
Z
_S

hi
ft_

K
_G

em

Z
_l

m
_K

_G
em

Z
_S

hi
ft_

K
_C

yt

Z
_l

m
_K

_C
yt

Z
_S

hi
ft_

L_
G

em

Z
_l

m
_L

_G
em

Z
_S

hi
ft_

L_
C

yt

Z
_l

m
_L

_C
yt

ATP5

ATP7

ATP1

ATP15

TIM11

ATP4

ATP14

ATP2

ATP16

YOL077W−A_1

ATP17

ATP4

ATP20

ATP18

ATP19

YDR322C−A_1

G
en

e

−12 3 −21 3 5 −1 6 −1

−7 0 −14 −5 3 0 7 3

−13 −5 −17 1 5 13 9 −2

−1 −8 −4 2 6 16 7 −5

0 −2 0 −16 2 1 3 5

1 1 1 0 −1 −2 −2 −2

−1 1 0 0 −1 −1 −1 −1

2 1 2 0 −1 0 −2 −2

0 0 0 0

1 1 1 0 0 0 0 0

−2 2 −3 0 1 −2 4 −1

2 1 0 2 −3 0

−1 −1 0 −7 2 0 4 4

−3 −1 0 −1 2 0 2 1

1 0 1 −1 0 0 1 2

1 0 2 −1 1 4 2 3

proton−transporting ATP synthase activity, rotational mechanism
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