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Color Key
recombinational repair
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H mitotic recombination
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reciprocal DNA recombination
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Color Key
double-strand break repair via homologous recombination
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Color Key
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mitochondrial double—strand break repair via homologous recombination
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telomere maintenance via recombination

-10 5
Value

RAD52

MEC3

BRE1

IES5

RAD54

RAD51

RAD57

— CGl121

RAD59

IES4

BUD32

RADG6

GON7

RFA2

r YRF1-6

r KAE1

- RFA1

— PIFL

NHP10

IES3

RAD50

SGS1

=i
.
-

€ € S S € € S S

5 5 N © 3 & © ©

y Ny % % o 4 . 5
| | &€ £ I | = S

= £ = = £ IS = =

75 N ? N 7 N 2, N
I N N I N N

N N

Gene



Color Key

gene conversion at mating—type locus

-10

Value

SAE2

RAD27

aua9

EXO1

i
]
Q
0

Mo 1wz

KO THIYS Z

we 1wl Z

wa9 T HUS Z

WO Wz

KON WS Z

we M wl Z

we M WS Z



Color Key

meiotic gene conversion
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reciprocal meiotic recombination
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Color Key
double—strand break repair via break—induced replication
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Color Key
double-strand break repair via synthesis—dependent strand annealing
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replication—born double—strand break repair via sister chromatid exchange
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