Color Key

-10 5
Value

mmm%mm%mmmmm%mmmmmmnmmmmm

[ B i

A N ot

ohs

ﬁ]ﬁﬁﬁﬁmﬁm

cellular protein localization

.
e

Ll
O 00X

1
Do

0
o PR |
S o
o=

od

OO ||
NN |
NNERERESS

30 S8 —NEe

ool
;! !
EEC SXSS

|1

J. I

yt
yt

Z_Im_K_Cyt [HE§K

Z_Im_K_Gem
Z_Shift_ K_C
Z_Im_L_Gem
Z_Shift L_C

Z_Shift_L_Gem

Z_Shift K_Gem

Zim_L Cyt

Ot

= "k't‘l?“n“ cad: t" <0 = DU

&
-

i

SR

O

EX<T lesl‘. o vﬂ
[l N

AT S5
U1 3
[e2]
O

Gene



Color Key

protein localization to organelle
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Color Key

protein localization to cell surface

-10

Value

n
[Te
%]
a
>

auan

GPI8

=7

-1

-2

[N
L
7]
O

Mo Twrz

KO T YIS Z

wes T Wiz

we9 T HUS Z

Mo Wz

KOO HIUS Z

wao Wl z

we9 M WS Z



Color Key

protein localization to pre—autophagosomal structure
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Color Key
cellular protein complex localization
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Color Key
protein localization to membrane
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Color Key

protein localization to cell division site
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Color Key
protein localization to bud neck
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Color Key

protein localization to cell periphery
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Color Key

protein localization to Golgi apparatus
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Color Key
protein localization to chromosome
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Color Key
protein localization to nucleus
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Color Key

protein localization to endosome
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Color Key
protein localization to cytoskeleton
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Color Key

protein localization to mitochondrion
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Color Key
protein localization to endoplasmic reticulum
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Color Key

establishment of protein localization to organelle
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Color Key

protein localization to peroxisome
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Color Key
protein localization to vacuole
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Color Key

RNA polymerase Il complex import to nucleus
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Color Key
nuclear pore localization
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Color Key
RNA polymerase Ill complex localization to nucleus
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establishment of protein localization to membrane
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Color Key
protein localization to vacuolar membrane
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Color Key

protein localization to cell cortex
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Color Key
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Color Key
establishment of protein localization to chromosome
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Color Key

protein localization to chromatin

-10

Value

SCC4

RAP1

auan

RAD61

N
Q
Q
2]

Mo 1wz

KO T YIS Z

wes T Wiz

we9 T US Z

Mo Wz

KOO HIUS Z

wao Wl z

we9 M WS Z



Color Key

protein localization to chromosome, centromeric region
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Color Key
protein import into nucleus

-10 5
Value

NUP159
NIC96
MTR10

POM152

YDL063C

NAP1

NUP1

— ACC1

- WTM1

KAP123

CMD1

RNA1

— CSE1l

NUP82

SSA1l

NUP2

POM34

— GSP2

— KAP120

NUP42

NUP157

SKY1

MLP1

{ NUP170

SXM1

— ASM4

NUP100

KAP122

PSE1

KAP95

YRB1

NUP53

KAP114

NUP60

NUP145

NUP188

CLA4

SRP1

NUP120

NUP84

NUP133

MOG1

NUP116

- - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

11
-10 5
Value

Z_Im_K_Gem

Z_Shift_K_Gem

protein localization to nuclear envelope

yt

Z_Im_K_Cyt
Z_Im_L_Gem

Z_Shift L_Gem

Z_Shift K_C

=

Z Shift L_C

Z Im_L_Cyt

NUP145

NUP170

MLP1

NUP157

NUP100

NUP2

ICE2

Gene



Color Key
protein localization to microtubule cytoskeleton
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Color Key
establishment of protein localization to mitochondrion
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Color Key
protein localization to endoplasmic reticulum exit site
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Color Key
establishment of protein localization to endoplasmic reticulum
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Color Key
intracellular protein transmembrane import

-10 5
Value

TIM23
PAM18
HOT13
GPD1
PEX8

TOM6

PEX4

— PEX2

— PEX15

— MDH2

r — PEX1

— DJP1

— PAM17

—— TIM12

—— OXAl

MGR2

AFG3

r TIM8

- YMRO18W

- TIM44

PEX5

FMP13

TIM13

PEX22

HSP10

SDH3

TIM50

— PEX17

r PEX13

— XDJ1

TIM21

MCX1

 —

PEX14

MGE1

TOM70

|
— 1

MIA40

TIM54

TOM40

PEX18

— 1

SSC1

PEX21

PEX7

PEX25

I
——

AFG1

PEX10

PEX12

TIM10

HSP60

TIM17

ZIM17

TIM22

YJR135W-A_1

PEX6

MDJ2

TOM22

YTA12

SEC61

TOM7

TIM18

YME1

. - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

establishment of protein localization to peroxisome
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Color Key

-10 5
Value

Z_Shift K_Gem

Z_Im_K_Gem

establishment of protein localization to vacuole

yt

Z_Shift K_C

yt

Z_Im_K_C

Z_Shift L_Gem

Z Im_L_Gem

yt

Z_Shift_L_C

_L_Cyt

ZImLC

VID24

MON1

APS3

VPS1

MVP1

YOL083W

CCz1

VPS68

APLS

ARL1

PEP1

TRE1

VPS73

YGR066C

cos1

VPS62

SSH4

YMR171C

SNX4

GGA2

COs12

YMR258C

APM3

COs10

BOR1

CUP5

STP22

VPS25

VPS36

SNF8

VPS28

VPS70

APL6

VPS13

MON2

VPS51

VTI1

VPS73

SPL2

YPT52

ATG8

YPP1

YPT53

GGAl

VPS45

ViD24

HSE1

YGR206W

BSD2

VPS64

DID2

YLR261C

VPS71

COs6

VPS66

VPS15

BOS1

VPS33

VPS16

BRO1

SRN2

VPS27

VPS8

TRE2

VPS9

VPS21

VPS3

Gene



Color Key
nuclear pore distribution
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Color Key
protein targeting to membrane
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Color Key

-10 5
Value

protein insertion into membrane

PNT1

COX18

GET3

— BCS1

YPR125W

MBA1

MDY2

- YOR164C

— MDM38

— OXAl

- COX18

. MSS2

GET1

GET2

1S £ S S 1S £ s S

3 5 N © & & © ©

i' ::' X X 4 4 = =
I | ES £ I I £ £

= £ = = £ IS = =

75 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key
establishment of protein localization to mitochondrial membrane

-10 5
Value

— MiM1

— TOM70

L TIM54
r TIM8

r TIM13

— DJP1

SDH3

SAM35

MDM12

— TIM12

— MGR2

— SAMS50

YJR135W-A_1

TIM22

MMM1

OXAl

TOM22

SAM37

TIM10

TOM7

TIM18

MDM10

- - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key
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Color Key
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Color Key

NLS-bearing protein import into nucleus
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Color Key

ribosomal protein import into nucleus
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Color Key

transcription factor import into nucleus

11
-10 5
Value

RTG3

KAP114

I I I I |

KAP120

RTG2

. - 5 5 - - 5 5

y, 2 % % 2 S 2 .

X * = £ | | = E

= £ = = B IS c =

73 N ? N 7 N 2, N
| N N I N N

N N

Gene



Color Key

RNA polymerase Il complex import to nucleus
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Color Key

protein targeting to nuclear inner membrane
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Color Key
protein localization to microtubule organizing center
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Color Key
protein targeting to mitochondrion
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Color Key
protein import into mitochondrial matrix
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Color Key
protein import into mitochondrial intermembrane space
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Color Key
protein insertion into mitochondrial membrane
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Color Key

protein targeting to ER
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Color Key

protein import into peroxisome matrix
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Color Key
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Color Key
protein import into mitochondrial outer membrane
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Color Key

protein targeting to peroxisome
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Color Key
protein targeting to vacuole
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Color Key

Golgi to plasma membrane protein transport
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Color Key
cotranslational protein targeting to membrane
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Color Key
protein insertion into membrane from inner side
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protein insertion into ER membrane
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protein localization to spindle pole body
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Color Key
protein insertion into mitochondrial membrane from inner side
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Color Key
SRP-dependent cotranslational protein targeting to membrane
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CVT pathway
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Color Key
involved in ubiquitin—dependent protein catabolic process via the multivesicular body sorting path
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Color Key
protein localization to mitotic spindle pole body
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