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Color Key
double-strand break repair via homologous recombination
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Color Key
double-strand break repair via nonhomologous end joining
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Color Key
double—strand break repair via single—strand annealing
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mitochondrial double—strand break repair
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Color Key
double—strand break repair via break—induced replication
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Color Key
double-strand break repair via synthesis—dependent strand annealing
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replication—born double—strand break repair via sister chromatid exchange
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Color Key
mitochondrial double—strand break repair via homologous recombination
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