Color Key
regulation of DNA—-templated transcription, elongation

-10 5
Value

ESAL
CET1
TFG1
RAT1
CAF130
[ YERO51W

RTF1

- CDC36
I RLR1
HPR1
PAF1

MOT2

GCNS

VPS34

NOT5

GIM3

RPH1

YNG1

NOT3

SUB1

RPT6

FKH1

CAF40
HMT1

|
= T — =

ELC1

SPT5

POP2

NAP1
CcDC39
CTK3
YKE2
SPT4
SPT6

KIN28

SGV1
CCR4
LEO1
YLR455W

DST1

GIM5

e e e

RSC6

CTK1

CDC73
CTR9
KEM1

CCR4

CTK2
NPL3
SPN1
PFD1
VPS15

FKH2

T T 1

ASF1

POP2

- - 5 5 - - 5 5

2 2 % % 2 S 2 .

X x| = £ | | = E

= £ = = B IS c =

7 N ? N 7 N 2, N
| N ~N I N N

N N

Gene



Color Key

negative regulation of DNA-templated transcription, elongation

-10 5
Value

3 .I 76

yt

Z Im_K_Cyt

Z_Im_L_Gem

Z_Im_K_Gem

Z_Shift_K_Gem
Z_Shift K_C
Z_Shift_L_Gem

SPT5

1 3 RAT1

1 1 FKH1

SPT4

yt

Z Im_L_Cyt

O
4
=
=
0
N

Gene



Color Key
positive regulation of DNA—-templated transcription, elongation

-10 5
Value

{ CAF130
ELC1
L RPT6

— GIM3
CAF40

r { HMT1
[ YERO51W

RTF1

- CDC36

r RLR1
HPR1
PAF1

MOT2

GCN5

VPS34

NOT5

RPH1

YNG1

NOT3

SUB1

ESA1

CET1

TFG1

SPT6

KIN28

SGV1

CCR4

CDC39

SPT5

POP2

|
Il ——

NAP1

CTK3

YKE2

SPT4

GIM5

RSC6

LEO1

YLR455W

m

DST1

CTK1

CDC73

CTR9

KEM1

CCR4

CTK2

NPL3

PFD1

VPS15

FKH2

T
I
Wiy

ASF1

POP2

yt
yt

Z Im_K_Cyt
Z Im_L_Cyt

Z Im_K_Gem

Z_Shift_ K_C
Z_Im_L_Gem
Z_Shift L_C

Z_Shift L_Gem

Z_Shift K_Gem

Gene



Color Key
regulation of transcription elongation from RNA polymerase Il promoter

-10 5
Value

r ESA1
- CET1
- TFG1
r RAT1
- CAF130
~ CAF40

B HMT1

— ELC1

MOT2

PAF1

GCN5

VPS34

NOTS

YERO51W

RTF1

CDC36

_ GIM3

RPH1

YNG1

NOT3

SUB1

RPT6

FKH1

SPT5

POP2

NAP1

CDC39

SPT6

KIN28

SGV1

CCR4

LEO1

YLR455W

DST1

GIM5

KEM1

YKE2

RSC6

SPT4

NPL3

SPN1

PFD1

CDC73

CCR4

VPS15

FKH2

ASF1

POP2

yt
yt

Z Im_K_Cyt
Z Im_L_Cyt

Z Im_L_Gem

Z Im_K_Gem
Z_Shift_K_C
Z_shift_ L_C

Z_Shift L_Gem

Z_Shift K_Gem

Gene



Color Key
regulation of transcription elongation from RNA polymerase | promoter
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