Supplementary Table 1. Primers used to amplify each gene/exon.

TGFBR1 (NM_004612.4)

E 1 forward | cctccgagcagttacaaagg

xon
reverse | gcgccatgtttgagaaagag
forward | gagcaacaaacagtgcatagaa

Exon 2 838 gtgcatag
reverse | tgcctctaaacggaatgagce
forward ttgccacctacagtgtt

Exon 3 8gstte 8tg
reverse | tcacattctagcaagttggctta
forward | agtgcctatcatgatgtttgaa

Exon 4 88 Satgtity
reverse | tgtctcatctactttgatgatggt
forward | tgcagtgtgtgactcaggatt

Exon 5 geagtgtgtgactcaggatty
reverse | gcccagectccaccttctat
forward | ttgggttggeagaagagacttt

Exon 6 gggttgggagaagag
reverse | gagcaggcaagaccatgaga
forward | tggcagtaa atgattt

Exon 7 ggcagtaaggggatg
reverse | ctcggtgacatcctgtttca
forward | gtcatttcaaataggctttat

Exon 8 & aatags
reverse | ttactaagcagaagcagttta
forward | cagaccaatggaaaatggt

Exon 9 gaccaatggaaaatggty
reverse | tgcaaaaggaagcaatatcc

TGFBR2 (NM_003242.5)
forward | catgattggcagctacgaga

Exon 1 gattggeagctacgag
reverse | cacaatccctgcagctacg
f tett ttcatt

Exon 2 orward | aacatcttcaggaattcattg
reverse | aaagggaaatggaacaggtg
forward | tccagattgcctttctgtct

Exon 3 8ats 548
reverse | aatccaccacaggaggaatg
f t ttect,

Exon 4 orward | catgaacccacttcctgaca
reverse | gccagtattgtttccccaac
forward | tgcctcttggaagacagagaa

Exon 4 gectettggaagacagag
reverse | ggatcaagaggtaggetgage
f d t tatatt

Exon 5 orward | gegoccaccatcagctata
reverse | atgctcgaagcaacacatga
forward | ctgcacatgccattctcat

Exon 6 8 & 2
reverse | tccagaattctctgccacct
f tgctt tcact

Exon 7 orward | gaccctgcttgcactcacta
reverse | tctgcttatccccacagett




SMAD3 (NM_005902.4)

Exon 1 forward | ggegettggactttccttc
reverse | cactccctecctctctctec
Exons 2-3 forward | tggatctgggagaaatgagg
reverse | agattggggccacggact
Exon 4 forward | tggtgtgcatgtgtgatgtc
reverse | gaagaggaaggegatggaagge
Exon 5 forward | ggctaccectecttgatatg
reverse | ggggagagccttaccticag
Exon 6 forward | ggggaaatggttttccagag
reverse | tcagaggctgtgtgticagg
Exon 7 forward | ctcctttgegagcectcag
reverse | aaggtggactctctccagea
Exon 8 forward | agtgtggagtgtgtggcaaa
reverse | gctggcctagctcatctctg
Exon 9 forward | gacttgtgtaaccccctgga
reverse | aacatccacctctggetttg
TGFB2 (NM_001135599.3)
Exon 1 forward | agggtccctctgeccgtee
reverse | ccgggagctgctgeggtttt
Exon 2 forward | atcccctggecccaggtage
reverse | tcgctcaggtacaaggcetgcat
Exon 3 forward | ttccaccagtctgtcagcecttcaa
reverse | tcggegtgtgatggtgcactcc
Exons 4-5 forward | ttcatggcaaatagcctggtgttgt
reverse | tagacccttcccteccccacct
Exon 6 forward | agccctggctttgacaccga
reverse | tctggecttagcagtgagttccac
Exon 7 forward | tggtttgegetgaggtegtes
reverse | tgtgatggtaagacagcacgaggt
Exon 8 forward | tgcctactcagtgcetgtgactget
reverse | aggcgcggoataggaacggt




