
 

Figure S1. Structural alignment of TR2 for both SARS-CoV (green) and SARS-CoV-2 (red); the 

annotated amino acids represent those that differ between the two viruses. Created using Discovery 

Studio (version 2.5.5, Biovia, USA). 

 

 

 

 



 

Figure S2. The main contacting residues from ACE2 with RBM region. Created using Discovery 

Studio (version 2.5.5, Biovia, USA). 

 


