
Supplemental Figure 1. Molecular cl oning of grass carp TACR3. Nucl eotide and deduced amino acid sequences of the
grass carp TACR3. Numbering of the deduced ami no acid sequences begins with the first methionine of the ORF to the
right of each line. Nucl eotide numbers are to the left of each line. The start and stop codons are shaded in gray.
Predicted transmembrane domains (TMD1-TMD7) are boxed.
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1 cacacacacacacacagacagacagacagacaggtgtcttctgagagaatc

52 ATGTCCTCATCAAGAAACTCCTCAAACTTCACCCATACCAACAGGTTCGCGCAGCCTCCA

M S S S R N S S N F T H T N R F A Q P P 20

112 TGGCGCGTCGCGCTCTGGGCGCTCGCGTACGCGCTGGTTATGCTGGTGGCCGTGACGGGA

W R V A L W A L A Y A L V M L V A V T G 40

172 AACCTGGTCGTCATCTGGATCATCGTTGCGCACAAGAGGATGAGAACCGTCACCAACTAC

N L V V I W I I V A H K R M R T V T N Y 60

232 TTTCTGCTCAACCTCGCGGTGTCTGACGTGTGCGTGGCCGCGCTCAACACGCTGGTGAAC

F L L N L A V S D V C V A A L N T L V N 80

292 TTCGTGTACGGCGTGCACGGGAACTGGTACTTCAGCAGCGCGTACTGCCGCTTCCACAAC

F V Y G V H G N W Y F S S A Y C R F H N 100

352 TTCTACCCGGTGGCCGCGGTGTTCGCGAGCATCTACTCCATGAGCGCCATCGCCTTAGAC

F Y P V A A V F A S I Y S M S A I A L D 120

412 AGGTACATGGCGATCATCCACCCGATGAAGCCCCGCCTCTCAGCGACGGTCACCAAAGCT

R Y M A I I H P M K P R L S A T V T K A 140

472 GTGATCGCATGTGTGTGGATTCTGGCCGCATTTCTGGCCTTTCCACTCTGCTTTTACTCC

V I A C V W I L A A F L A F P L C F Y S 160

532 GTAACGGAAGTGAAGCAGCACAGGACGCTCTGCTATGTGGCCTGGCCGCGGCGCAACGAC

V T E V K Q H R T L C Y V A W P R R N D 180

592 GACGCCTTCATATATCACGTGATCGTGGCGGTGCTGGTATATCTCCTGCCTCTGGCACTG

D A F I Y H V I V A V L V Y L L P L A L 200

652 ATGGCCGTCACCTACACCAGGGTGGGACTCGTGCTGTGGGGCGGTGGATTCCCCGGACAC

M A V T Y T R V G L V L W G G G F P G H 220

712 TCCTCGGAAAACTTACAGGATCATCTGCAGGCCAAGAGAAAGGTTGTGAAGATGATGGTG

S S E N L Q D H L Q A K R K V V K M M V 240

772 ATCGTGGTAGTAACATTTGCCATCTGCTGGCTCCCATATCATGTGTATTTCATCGCGACG

I V V V T F A I C W L P Y H V Y F I A T 260

832 AGCTTCAACTGGAAGCTGACAAAATTCCAGTCGATCCAGCAGGTGTATCTGTCGATCCTG

S F N W K L T K F Q S I Q Q V Y L S I L 280

892 TGGCTCTCCATGAGCTCCTCCATGTACAACCCCATCATCTACTGCTGCCTCAACAGCAGG

W L S M S S S M Y N P I I Y C C L N S R 300

952 TTCCGCGCCGGCTTCAAGCGGGTGTTTCGCTGGTGTCCCTTCATTTATGTGTCGGACTCT

F R A G F K R V F R W C P F I Y V S D S 320

1012 GATGAGATGGAACTCCAGACCACCCGATTCCAGCCAAACCGCCAGAGCAGCCTGTACACG

D E M E L Q T T R F Q P N R Q S S L Y T 340

1072 GTCTCACGTGTGGAGTCCGACACCAACGCCAACCCCGCCAGACGCAAGAGCTCCAGCACC

V S R V E S D T N A N P A R R K S S S T 360

1132 AGCCACCGCAGCACCAGCCAATCACGACCCTCTGCCCGGCTGTCACTCAATGGTGGTCTC

S H R S T S Q S R P S A R L S L N G G L 380

1192 CATGGACACCCTACGAACGCCGCCGGTAATGAACTCAGCTCAGAGTAGctcgcaaaacac

H G H P T N A A G N E L S S E * 395

1252 taagctgcagaaatgacaggaaattcaccttcaggagctgctgaatgccagcctcagtcc

1312 accagcttcactttgacctctctttcaattccaacatatttaaaaataactcaccacaca

1372 tatgaaaatgaacacttctgaggacatacacaccggtctgttgacgaagatttgttaaca

1432 ggttacactgtgtcctaaccagacacatcacaataagattccagcgacaagaagtttatc

1492 tgtccacaccagacgcgactacaagatgccacaaaatcaatcgcaaatcacagccaatca

1552 taagagcatgtgggcggagtctctctgcaggcccactacactcgcaacctaatcaatcca

1612 aaatcgctgcacgcactgcactcactaccaaatggataagcacaaaatcaaattcataaa

1672 tatcacaccattttaacattattaaaaaaacgtactgagttactgaaacaatctttgtca

1732 tagaatacacttacttgttcacagcacgaaaaaaaaaaaaaaa
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ICL3 C-terminalECL3ICL3ECL2ICL2ECL1ICL1N-terminal

45.047.6 51.6 42.1 85.0 52.6 100.0 9.5Human
43.247.6 51.6 47.4 85.0 57.9 100.0 12.1Mouse
39.647.6 51.6 52.6 85.0 63.2 100.0 12.3Bird
41.442.9 54.8 42.1 85.0 63.2 100.0 14.6Frog
66.766.7 87.1 73.7 95.0 84.2 100.0 90.9Zebrafish
100.0 100.0 100.0 100.0 100.0 100.0 100.0 100.0 Grass carp

82.6 95.2 59.1 60.9 73.7 76.2 70.4 Mouse
73.9 81.0 59.1 60.9 73.7 71.4 66.7 Bird
78.3 85.7 45.5 52.2 68.4 71.4 63.0 Frog
95.7 100.0 90.9 91.3 100.0 95.2 81.5 Zebrafish
100.0 100.0 100.0 100.0 100.0 100.0 100.0 Grass carp
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82.6 85.7 54.5 65.2 73.7 76.2 70.4 Human

Supplemental Fig. 2. Sequence analysi s of grass car p TACR3. Snake diagram of grass carp TA CR3 with Protter program. The seven
transmembrane domains, three intracell ular domai ns and three extracellular domains are labeled as TMD1-7, ICL1 -3 and ECL1-3,
respectively. Sequence identities of transmembrane domains (TMD1-7) a nd extracellular domains (ECL1-3), intracellular domai ns (ICL1 -
3), N-terminal and C-terminal between grass carp and other vertebrates were showed in the table.


