Supplemental Figure 1

1 cacacacacacacacagacagacagacagacaggtgtcttct gagagaatc
52 ATGTCCTCATCAAGAAACTCCTCAAACTTCACCCATACCAACAGG TTCGCGCAGCCT CCA

MSSSRNSSNZFTHTNRTEAQPP 2
112 TGGCGCGTCGCGCTCTGGGCGCTCGCGTACGCG CTGGTT ATGCTG GTGGCC GTGACG GGA

W RV AL WALAYALVYVMLVAVTG 4
172 AACCTGGTCGTCATCTGGATCATCGTTGCGCAC AAGAGG ATGAGA ACCGTC ACCAACTAC

NLVVIWITIVAHIKRMRTVTNY 60
232 TTTCTGCTCAACCTCGCGGTGTCTGACGTGTGC GTGGCC GCGCTC AACACG CTGGTG AAC

FLLNLAVSDVCVAALNTTULVN S8
292 TTCGTGTACGGCGTGCACGGGAACTGGTACTTC AGCAGC GCGTAC TGCCGC TTCCACAAC

F VY GVHGNWYFSSAY CR FH NI00
352 TTCTACCCGGTGGCCGCGGTGTTCGCGAGCATC TACTCC ATGAGC GCCATC GCCTTAGAC

F YPVAAVFASTIYSMSATIATL DI20
412 AGGTACATGGCGATCATCCACCCGATGAAGCCC CGCCTCTCAGCG ACGGTC ACCAAAGCT

R YMATI I HPMEKPTRLSATV TZK AIl4
472 GTGATCGCATGTGTGTGGATTCTGGCCGCATTT CTGGCC TTTCCACTCTGC TTTTACTCC

vVIACVWIULAAFLATFZPTVLTCTETY SI160
532 GTAACGGAAGTGAAGCAGCACAGGACGCTCTGC TATGTG GCCTGG CCGCGG CGCAACGAC

VTE VK QHIRTTULTCYV AWPRRN DIS
592 GACGCCTTCATATATCACGTGATCGTGGCGGTG CTGGTA TATCTCCTGCCT CTGGCACTG

DAFIYHVIVAVLYYLTLPTULA L200
652  ATGGCCGTCACCTACACCAGGGTGGGACTCGTG CTGTGG GGCGGT GGATTC CCCGGA CAC

M AV TYTRVGLVYLWGGGTF P G H22
712 TCCTCGGAAAACTTACAGGATCATCTGCAGGCC AAGAGA AAGGTT GTGAAG ATGATGGTG

S SENLOQDUHTLQAIKTRIKYVY VEKMM V20
772 ATCGTGGTAGTAACATTTGCCATCTGCTGGCTCCCATAT CATGTG TATTTC ATCGCGACG

I vv vT FATCVWY¥LPYHVYYTFTIAT260
832 AGCTTCAACTGGAAGCTGACAAAATTCCAGTCGATCCAG CAGGTG TATCTG TCGATCCTG

S FNWKILTI KFQSTITQQV YL ST L2820
892  TGGCTCTCCATGAGCTCCTCCATGTACAACCCCATCATC TACTGC TGCCTC AACAGC AGG

¥V LSMSSSMYNPTITIYCCLNS R300
952 TTCCGCGCCGGCTTCAAGCGGGTGTTTCGCTGG TGTCCCTTCATT TATGTG TCGGACTCT

FRAGFI KIRVEFRWCPFTIYVSD S32
1012 GATGAGATGGAACTCCAGACCACCCGATTCCAG CCAAAC CGCCAG AGCAGC CTGTACACG

DEMELI QTTRT FOQPNTI ROQSS LY T340
1072 GTCTCACGTGTGGAGTCCGACACCAACGCCAAC CCCGCC AGACGC AAGAGC TCCAGCACC

VSR VESDTNANZPARTRIKS S S T360
1132  AGCCACCGCAGCACCAGCCAATCACGACCCTCT GCCCGG CTGTCA CTCAAT GGTGGT CTC

S HR ST SQSRPSARTLSTILNGG L38
1192 CATGGACACCCTACGAACGCCGCCGGTAATGAA CTCAGCTCAGAGTAGetc gcaaaa cac

HGHPTNAAGNETLTS S S E * 395
1252 taagctgcagaaatgacaggaaattcaccttcaggagetgctgaatgeccagecteagtec
1312 accagcttcactttgacctctctttcaattccaacatat ttaaaaataactcaccacaca
1372 tatgaaaatgaacacttctgaggacatacacaccggtctgttgacgaagatttgttaaca
1432 ggttacactgtgtcctaaccagacacatcacaataagat tccagcgacaagaagtttatc
1492 tgtccacaccagacgcgactacaagatgccacaaaatcaatcgcaaatcacagecaatca
1552 taagagcatgtgggcggagtctctetgcaggeccactacactegcaacctaatcaat cca
1612 aaatcgctgcacgcactgcactcactaccaaat ggataagcacaaaatcaaattcataaa
1672 tatcacaccattttaacattattaaaaaaacgtactgagttactgaaacaatctttgtca
1732 tagaatacacttacttgttcacagcacgaaaaaaaaaaaaaaa

Supplemental Figure 1. Molecular cloning of grass carp TACR3. Nucleotide and deduced amino acid sequences of the
grass carp TACR3. Numbering of the deduced amino acid sequences begins with the first methionine of the ORF to the
right of each line. Nucleotide numbers are to the left of each line. The start and stop codons are shaded in gray.
Predicted transmembrane domains (TMD1-TMD7) are boxed.



Supplemental Figure 2

TMD1 TMD2 TMD3 TMD4 TMD5 TMD6 TMD7

Grass carp 100.0 1000 100.0 100.0 100.0 100.0 100.0
Zebrafish 815 952 1000 91.3 909 1000 957
Frog 630 714 684 522 455 857 783
Bird 667 714 737 609 591 810 739
E Mouse 704 762 737 609 591 952 826
g Human 704 762 737 652 545 857 826
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Grass carp 100.0 100.0 100.0 100.0 100.0 100.0 100.0 100.0 Q9 B ® =
Zebrafish 909 1000 842 950 737 871 667 66.7 8 8 8 9
Frog 146 1000 632 850 421 548 429 414 S 88X
Bird 123 1000 632 850 526 516 476 396 8 3 88
Mouse 121 1000 57.9 850 474 516 476 432 WO OO i
Human 95 1000 526 850 421 51.6 476 450

Supplemental Fig. 2. Sequence analysis of grass carp TACR3. Snake diagram of grass carp TACR3 with Protter program. The seven
transme mbrane domains, three intracellular domains and three extracellular domains are labeled as TMD1-7, ICL1-3 and ECL1-3,
respectively. Sequence identities of transme mbrane domains (TMD1-7) and extracellular domains (ECL1-3), intracellular domains (I CL1-
3), N-terminal and C-terminal between grass carp and other vertebrates were showed in the table.



