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Figure S1. Same as Figure 1, but for another set of TF-KO genes identified by Hu et

al.. The dots were for the realistic data (797/6,283=12.69%, 415/6,283=6.60%), while

the box plots depicted the distributions for 10,000 randomized experiments. The

statistical significance were indicated.

>

0.255 -
0.250 -
0.245—-
0.240 -
0.235 —
0.230 -
0.225—-
0.220 -

0.215

The frequency of TF bound genes showing
inter-chr colocalization with TF-KO genes

0.210

'] Randomized
experiments

P=0.72

Real dat3

w

The frequency of TF bound genes showing

intra-chr colocalization with TF-KO genes

0.180
0.1?5;
0.170:
0,155:
0,150:
0.155:

0.150

0.145

[_1Randomized

1| experiments

P=0.64

Real datd

Figure S2. For all TFs, TF bound genes do not show nuclear colocalization with

corresponding TF-KO genes. Distributions of the frequencies of pairs between TF and

its bound genes that show inter-chromosomal (i.e. inter-chr) colocalization (A) and

intra-chromosomal (i.e. intra-chr) colocalization (B) with genes whose expression

were affected by knockout of the corresponding TF. The dots were for the realistic

data(1,970/8,555=23.03%, 1,388/8,555=16.22%), while the box plots depicted the

distributions for 10,000 randomized experiments. The statistical significance were

indicated.
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Figure S3. The distribution of the numbers of spatially adjacent corresponding TF
knockout affected genes per TF bound gene was shown. The distribution of the
numbers of spatially adjacent corresponding TF bound genes per TF knockout
affected gene was also shown. The statistical significant value calculated from

Mann-Whitney U-test was indicated.



Table S1 The frequencies of TF-KO genes showing inter- and intra-chromosomal
colocalization with corresponding TF bound genes were shown for individual TFs.
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