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1- Cardiomyopathy Targeted Panel Sequencing 

1a - List of genes sequenced in their coding regions. 

 

 

 

1b - Method for gene sequencing. 

Custom targeted genes enrichment and DNA library preparation were performed using the NimbleGen 

EZ choice probes® and Kappa Library preparation kit according to the manufacturer’s instructions 

(NimbleGen®, Roche Diagnostics, Madison, USA). The targeted regions (coding regions and flanking 

intronic regions (± 20 bp)  were sequenced using the Illumina MiSeq platform on a 500 cycle Flow Cell 

(Illumina, Santa Cruz, USA) and MiSeq Software generated FASTQ format files after demultiplexing 

patients' sequences. Merged single reads and paired-end reads were then aligned on Hg19 human 

reference genome, using BWA-MEM. Variant calling was performed using the GATK Haplotype Caller 

program then annotated using ANNOVAR. Written informed consent was obtained from all study 

participants before inclusion in the study. 

 


