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Supplementary Figure S1: Immunolocalisation of SYCP3 (green) SUMO-1 (pink) and γH2AX (blue) in a zygotene-like 

spermatocyte in Spo11 knockout mice. A diffuse signal is observed with SUMO-1, which co-localised with the signal of 

γH2AX. Scale bar: 10 µm. 
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Supplementary Figure S2. Immunolocalisation of SYCP3 (green) and epigenetic markers of silenc-

ing (pink) or transcription activation (blue) in Hop2 knockout mice. Cells in each column are classi-

fied as leptotene or zygotene-like. (A-C). An intense H3K9me3 labelling is detected in the nucleus 

in all stages, although it appears slightly more intense in the pericentromeric regions at the late 

stages. (D-F). H3K4me1 strongly marks the entire nucleus of the spermatocytes at all stages. (G-I). 

γH2AX labelling is spread over the entire nucleus in leptotene and some zygotene-like spermato-

cytes. In some zygotene-like stages (I) labelling concentrates as large foci over some autosomal re-

gions. (J-L). SUMO-1 is not detected at any stage on these mutants. (M-O). No signal of pRNApol-

II is detected at any stage. (P-R). H3K9ac is not detected in early leptotene. At zygotene-like, a weak 

signal is observed in the whole nucleus. Scale bar: 10 µm. 


