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Supplementary Figure 1: Viability and proliferation of MCF10A CTL and MCF10A Crf4
cells

a, The expression of the SCN5A gene, encoding for Nav1.5 was monitored by RT-gPCR in
MDA-MB-231 breast cancer cells, in MCF10A CTL and MCF10A Crf34 mammary non-cancer
cells. (n=5 independent experiments). ***, p<0.001 as compared to MCF10A CTL or MCF10A
Crp4. Ns, stands for no statistical difference between MCF10A CTL and MCF10A Crf4. b,
MCF10A CTL and MCF10A Crf34 cell viability was measured by the MTT assay 4 days after
seeding the cells at different densities (n=6 independent experiments). *, p<0.05 (Wilcoxon
test). ¢, Labelling with 10 uM 5-Ethynyl-2’deoxyuridine (EdU, 10 pM) in MCF10A CTL and
MCF10A Crp4 cells was assessed by flow cytometry after 3 days of culture. d, Analyses of
results acquired as in (b) from 5 independent experiments. *, p<0.05 (Mann-Whitney rank sum

test).

Supplementary Figure 2: uncropped WB films shown in a, Figure 1b, b, Figure 1c, c, Figure

3c, d, Figure 3d, e, Figure 3f, f, Figure 3g, g, Figure 3h, h, Figure 4b, and f, Figure 4c.
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Supplementary Figure 2
a) Uncropped blots shown in figure 1a
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d) Uncropped blots shown in figure 3d

b) Uncropped blots shown in figure 1b
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c¢) Uncropped blots shown in figure 3c
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e) Uncropped blots shown in figure 3f f) Uncropped blots shown in figure 3g

g) Uncropped blots shown in figure 3h




h) Uncropped blots shown in figure 4b
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h) Uncropped blots shown in figure 4c
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Supplementary Table I: PCR primers used

Forward primer Reverse primer Efficiencies | Expected
Genes Proteins

(5°—3) (5> -3 size (pb)
CTNNB1 B-catenin | CCCACTAATGTCCAGCGTTT GCATGATAGCGTGTCTGGAA 2.00 214
CDH1 E-cadherin | CGACCCAACCCAAGAATCTA GGCTGTGCCTTCCTACAGAC 2.03 171
CDH2 N-cadherin | GGTGGAGGAGAAGAAGACCAG GGCATCAGGCTCCACAGT 2.09 72
SNAIL Snail GGTTCTTCTGCGCTACTGCT TAGGGCTGCTGGAAGGTAAA 2.00 157
SNAI2 Slug GAGCATTTGCAGACAGGTCA GCTTCGGAGTGAAGAAATGC 2.10 200
TWIST1 Twistl CCACTGAAAGGAAAGGCATC GCATTTTACCATGGGTCCTC 2.01 229
ZEB1 Zebl GCACCTGAAGAGGACCAGAG GTGTAACTGCACAGGGAGCA 2.08 200
VIM Vimentin | GTTTCCAAGCCTGACCTCAC TTCCAGGGACTCATTGGTTC 1.99 246
ACTA2 a-SMA | ACCCGATAGAACATGGCATC CATACATGGCTGGGACATTG 2.03 195
SCN5A Navl1.5 CACGCGTTCACTTTCCTTC CACGCGTTCACTTTCCTTC 2.00 208
HPRT1 Hprtl TTGCTGACCTGCTGGATTAC TATGTCCCCTGTTGACTGGT 2.00 119
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