[bookmark: _GoBack]Supplementary Table 3: Summary of 49 genes with differential expression during fiber development
	Marker
	Gene ID
	Principle Transcript ID
	Gene Names
	Best matched proteins
	Chr
	Start
	End
	Strand
	bp
	Gene Diversity
	PIC 
	DP

	DPL0338
	GOBAR_AA27799
	GOBAR_AA27799.1
	NAC100
	NAC domain-containing protein 100
	A11
	91,808,647
	91,810,027
	+
	1,381
	0.309
	0.467
	0.987

	DPL0338
	GOBAR_AA21836
	GOBAR_AA21836.1
	NAC100
	NAC domain-containing protein 100
	A11
	2,803,495
	2,804,678
	+
	1,184
	
	
	

	DPL0338
	GOBAR_DD22807
	GOBAR_DD22807.1
	NAC100
	NAC domain-containing protein 100
	D11
	2,658,309
	2,659,492
	+
	1,184
	
	
	

	DPL0385
	GOBAR_DD20961
	GOBAR_DD20961.1
	NA 
	NA 
	D07
	11,640,386
	11,642,696
	-
	2,311
	0.265
	0.563
	0.974

	DPL0417
	GOBAR_AA28438
	GOBAR_AA28438.1
	PDR2
	Pleiotropic drug resistance protein 2
	A05
	33,196,964
	33,207,261
	-
	10,298
	0.350
	0.613
	0.986

	DPL0417
	GOBAR_DD26127
	GOBAR_DD26127.1
	ABCG39
	ABC transporter G family member 39
	D05
	10,518,920
	10,528,730
	-
	9,811
	
	
	

	DPL0417
	GOBAR_AA31903
	GOBAR_AA31903.1
	ABCG39
	ABC transporter G family member 39
	A05
	10,915,494
	10,923,247
	+
	7,754
	
	
	

	DPL0638
	GOBAR_AA13762
	GOBAR_AA13762.1
	PUX2
	Plant UBX domain-containing protein 2
	A03
	79,267,697
	79,270,914
	-
	3,218
	0.026
	0.000
	

	DPL0715
	GOBAR_AA38723
	GOBAR_AA38723.1
	ORTH2
	E3 ubiquitin-protein ligase ORTHRUS 2
	A11
	516,307
	519,770
	+
	3,464
	0.220
	0.335
	0.989

	DPL0715
	GOBAR_DD37369
	GOBAR_DD37369.1
	ORTH2
	E3 ubiquitin-protein ligase ORTHRUS 2
	D12
	57,352,388
	57,358,292
	-
	5,905
	
	
	

	MonCGR6280
	GOBAR_AA03534
	GOBAR_AA03534.1
	ROPGAP1
	Rho GTPase-activating protein 1
	A07
	20,154,249
	20,157,657
	+
	3,409
	0.296
	0.531
	0.983

	MUCS0064
	GOBAR_AA35362
	GOBAR_AA35362.1
	CRK3
	Cysteine-rich receptor-like protein kinase 3
	A12
	85,284,269
	85,287,137
	-
	2,869
	0.188
	0.543
	0.986

	MUCS0064
	GOBAR_DD28470
	GOBAR_DD28470.1
	CRK3
	Cysteine-rich receptor-like protein kinase 3
	D12
	41,972,020
	41,974,462
	+
	2,443
	
	
	

	SWU10113-SWU10116
	GOBAR_DD05792
	GOBAR_DD05792.1
	CER1
	Protein ECERIFERUM 1
	D07
	16,946,961
	16,953,793
	+
	6,833
	0.405
	0.433
	0.978

	SWU10113-SWU10116
	GOBAR_AA23943
	GOBAR_AA23943.1
	CER1
	Protein ECERIFERUM 1
	A07
	19,850,932
	19,856,765
	-
	5,834
	
	
	

	SWU10113-SWU10116
	GOBAR_DD21902
	GOBAR_DD21902.1
	CER1
	Protein ECERIFERUM 1
	D04
	10,550,415
	10,555,286
	+
	4,872
	
	
	

	SWU10608-SWU10663
	GOBAR_AA11720
	GOBAR_AA11720.1
	MLO10
	MLO-like protein 10
	A07
	72,551,348
	72,553,335
	-
	1,988
	0.442
	0.702
	0.980

	SWU10608-SWU10663
	GOBAR_DD33156
	GOBAR_DD33156.1
	MLO8
	MLO-like protein 8
	D07
	40,409,278
	40,414,799
	-
	5,522
	
	
	

	SWU10664-SWU10718
	GOBAR_DD15190
	GOBAR_DD15190.1
	patl1
	Protein PAT1 homolog 1
	scaffold_1965.D11
	130,761
	137,516
	+
	6,756
	0.424
	0.471
	0.986

	SWU10664-SWU10718
	GOBAR_AA04028
	GOBAR_AA04028.1
	patl1
	Protein PAT1 homolog 1
	A07
	12,579,752
	12,585,273
	-
	5,522
	
	
	

	SWU10664-SWU10718
	GOBAR_AA32672
	GOBAR_AA32672.1
	patl1
	Protein PAT1 homolog 1
	A08
	114,292,073
	114,300,287
	-
	8,215
	
	
	

	SWU10746-SWU10755
	GOBAR_DD06255
	GOBAR_DD06255.1
	AFP2
	Ninja-family protein AFP2
	D09
	2,093,075
	2,095,130
	+
	2,056
	0.290
	0.499
	0.988

	SWU10746-SWU10755
	GOBAR_AA38511
	GOBAR_AA38511.1
	AFP-B1
	Ninja-family protein 2
	A12
	93,055,006
	93,055,795
	+
	790
	
	
	

	SWU10931-SWU11097
	GOBAR_DD27912
	GOBAR_DD27912.1
	GH3.5
	Probable indole-3-acetic acid-amido synthetase GH3.5
	D11
	8,969,005
	8,972,146
	+
	3,142
	0.262
	0.490
	0.988

	SWU10931-SWU11097
	GOBAR_DD04278
	GOBAR_DD04278.1
	GH3.5
	Probable indole-3-acetic acid-amido synthetase GH3.5
	D07
	24,321,695
	24,325,146
	-
	3,452
	
	
	

	SWU10931-SWU11097
	GOBAR_AA26778
	GOBAR_AA26778.1
	GH3.5
	Probable indole-3-acetic acid-amido synthetase GH3.5
	A08
	92,368,646
	92,370,810
	+
	2,165
	
	
	

	SWU13551-SWU13677
	GOBAR_DD03032
	GOBAR_DD03032.1
	CYCU4-1
	Cyclin-U4-1
	D08
	47,745,477
	47,746,427
	+
	951
	0.308
	0.465
	0.981

	SWU13551-SWU13677
	GOBAR_DD21362
	GOBAR_DD21362.1
	CYCU4-1
	Cyclin-U4-1
	D11
	6,512,366
	6,513,053
	-
	688
	
	
	

	SWU13551-SWU13677
	GOBAR_AA30811
	GOBAR_AA30811.1
	CYCU4-1
	Cyclin-U4-1
	A12
	72,388,857
	72,389,819
	+
	963
	
	
	

	SWU13551-SWU13677
	GOBAR_DD31361
	GOBAR_DD31361.1
	CYCU4-1
	Cyclin-U4-1
	D12
	33,396,175
	33,397,106
	+
	932
	
	
	

	SWU13551-SWU13677
	GOBAR_AA03209
	GOBAR_AA03209.1
	CYCU4-1
	Cyclin-U4-1
	A08
	9,501,049
	9,502,187
	-
	1,139
	
	
	

	SWU13893-SWU13895
	GOBAR_AA09171
	GOBAR_AA09171.1
	SPAC5D6.04
	Uncharacterized transporter C5D6.04
	A10
	81,370,724
	81,372,890
	-
	2,167
	0.478
	0.737
	0.982

	SWU14590-SWU14654
	GOBAR_AA09730
	GOBAR_AA09730.1
	APX1
	L-ascorbate peroxidase 1, cytosolic
	A13
	108,020,358
	108,027,197
	+
	6,840
	0.453
	0.500
	0.986

	SWU15212-SWU15473
	GOBAR_DD19297
	GOBAR_DD19297.1
	FAD3
	Omega-3 fatty acid desaturase, endoplasmic reticulum
	D09
	32,147,772
	32,149,536
	+
	1,765
	0.173
	0.495
	0.987

	SWU15212-SWU15473
	GOBAR_AA19856
	GOBAR_AA19856.1
	FAD3
	Omega-3 fatty acid desaturase, endoplasmic reticulum
	A09
	56,777,343
	56,779,061
	+
	1,719
	
	
	

	SWU15212-SWU15473
	GOBAR_DD07467
	GOBAR_DD07467.1
	FAD3
	Omega-3 fatty acid desaturase, endoplasmic reticulum
	D07
	15,289,370
	15,291,073
	+
	1,704
	
	
	

	SWU15212-SWU15473
	GOBAR_AA26091
	GOBAR_AA26091.1
	FAD7A-1
	Omega-3 fatty acid desaturase, chloroplastic
	A07
	18,191,374
	18,194,322
	-
	2,949
	
	
	

	SWU15212-SWU15473
	GOBAR_DD27037
	GOBAR_DD27037.1
	FAD7A-1
	Omega-3 fatty acid desaturase, chloroplastic
	D10
	61,867,459
	61,870,908
	-
	3,450
	
	
	

	SWU15212-SWU15473
	GOBAR_AA18340
	GOBAR_AA18340.1
	FAD7A-1
	Omega-3 fatty acid desaturase, chloroplastic
	A10
	109,421,668
	109,424,925
	-
	3,258
	
	
	

	SWU15212-SWU15473
	GOBAR_DD05398
	GOBAR_DD05398.1
	FAD7A-1
	Omega-3 fatty acid desaturase, chloroplastic
	D04
	40,705,936
	40,707,935
	-
	2,000
	
	
	

	SWU15473-SWU15517
	GOBAR_DD03686
	GOBAR_DD03686.1
	 NA
	 NA
	D04
	7,426,235
	7,428,781
	+
	2,547
	0.291
	0.574
	0.964

	SWU15473-SWU15517
	GOBAR_AA27102
	GOBAR_AA27102.1
	NA
	 NA
	A05
	92,696,116
	92,699,786
	+
	3,671
	
	
	

	SWU15473-SWU15517
	GOBAR_DD20017
	GOBAR_DD20017.1
	 NA
	NA
	D10
	28,600
	31,057
	-
	2,458
	
	
	

	SWU15473-SWU15517
	GOBAR_DD28094
	GOBAR_DD28094.1
	NA
	NA 
	D09
	4,076,947
	4,080,549
	-
	3,603
	
	
	

	SWU16671-SWU16802
	GOBAR_DD33895
	GOBAR_DD33895.1
	MED33B
	Mediator of RNA polymerase II transcription subunit 33B
	D08
	5,634,127
	5,649,826
	-
	15,700
	0.246
	0.519
	0.978

	SWU16671-SWU16802
	GOBAR_AA32820
	GOBAR_AA32820.1
	MED33A
	Mediator of RNA polymerase II transcription subunit 33A
	A02
	2,799,226
	2,812,507
	+
	13,282
	
	
	

	SWU16671-SWU16802
	GOBAR_DD05652
	GOBAR_DD05652.1
	MED33A
	Mediator of RNA polymerase II transcription subunit 33A
	scaffold_1715.D02
	96,113
	106,428
	+
	10,316
	
	
	

	SWU18262-SWU18289
	GOBAR_DD18648
	GOBAR_DD18648.1
	NA 
	NA 
	D11
	4,755,911
	4,758,325
	-
	2,415
	0.343
	0.730
	0.959

	SWU18262-SWU18289
	GOBAR_AA25655
	GOBAR_AA25655.1
	NA 
	NA 
	A11
	4,939,579
	4,941,981
	-
	2,403
	
	
	



