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Figure S1. Top 10 Gene Ontology (GO) categories of DEGs in different groups. (a) GP-Specific DEGs. (b)

ZU9-Specific DEGs. (c) Overlapped genes. ‘BP’, ‘"MF’ and ‘CC’ represent biological process, molecular

function and cell component, respectively.
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Figure S2. The number of up- and down-regulated genes in three groups (GP-Specific, ZU9-Specific and

Overlap)



