1 11 21 31 41 51 61
Dnase/ D157G MFALSALTRS LSRGEVARV: I:QNL—'FFWQA AEI Q\/GFSPE GSAEQ_VLNV | Q:\’ARQ] RL MAYSFTSHSV

Nuc MKKEAPALLA AAFTFFAALR-—- ———AFAVEP S— VQVGYSPE GSARVLVLSA I DSAKTSI RM MAYSFT |

71 81 91 101 111 131
Dnase/ D157G VKALVQAKRR G/DVQ\/VVDA H RASRA AMNLLANAQ PVRTNGA i
Nuc M(ALVAAKKR GVDVKI VI DE RASI A AMNYI ANSG PLRTIBN VTV GIRNF

141 151 161 171 181
Dnase/ D157G § VASVYLEH\/‘Q SRV\X/QBQDYQ PTY

LAESFLEH\/‘Q DF\’V\NQERDYR SSY

Nuc T

Figure S1 — Sequence alignment of DNase/D157G vs. Nuc from S. enterica subsp. enterica serovar Typhimurium.
Amino acids of the conserved HxK(x),D(x)sGSxN motif are boxed in red, while potential amino acid residues of the
substrate groove are boxed in light blue (inner ring) and dark blue (outer ring).



