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Abstract

:

The main objective of this study focused on the sustainable production of cellobiose and other cellulose-derived oligosaccharides from non-edible sources, more specifically, from forest residues. For this purpose, a fine-tuning of the performance of the commercially available enzyme mixture Celluclast® was conducted towards the optimization of cellobiose production. By enzyme reaction engineering (pH, multi-stage hydrolysis with buffer exchange, addition of β-glucosidase inhibitor), a cellobiose-rich product with a high cellobiose to glucose ratio (37.4) was achieved by utilizing organosolv-pretreated birch biomass. In this way, controlled enzymatic hydrolysis combined with efficient downstream processing, including product recovery and purification through ultrafiltration and nanofiltration, can potentially support the sustainable production of food-grade oligosaccharides from forest biomass. The potential of the hydrolysis product to support the growth of two Lactobacilli probiotic strains as a sole carbon source was also demonstrated.
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1. Introduction


Nowadays, food and pharmaceutical industries show a growing interest in the development of the so-called functional foods. This term is used to describe products that demonstrate various beneficial effects for the consumer, such as improving the bioavailability of a particular component and, eventually, the reduction of the risk of certain diseases and the general amelioration of the person’s well-being [1]. The main target for these high added-value food ingredients are the non- digestible oligosaccharides (NDOs), including carbohydrates with a low degree of polymerization (DP), between 3–10 sugar moieties. Their importance arises from the fact that these oligosaccharides are not digested by the enzymes of the gastrointestinal system, therefore they are available to be fermented by the human intestinal flora and promote the growth of beneficial gut bacteria in the colon, such as Bifidobacteria and Lactobacilli [2]. Over 20 different types of NDOs are currently available on the market and they are either extracted from natural sources, obtained by enzyme processing, or produced chemically [3]. The preferable process targeted for NDOs production involves the controlled enzymatic degradation, since it offers mild reaction conditions and less chemically harsh byproducts.



A novel source of NDOs are plant cell wall polysaccharides. The inability of humans to digest NDOs derived from cellulose and hemicellulose structures is due to the fact that NDOs sugar units are linked by glucosidic bonds that have a β-configuration and thus cannot be degraded by human gastrointestinal enzymes since they are specific for compounds with an α-configuration [3]. Such plant polysaccharides are often present in large amounts in fiber-rich byproducts and wastes, such as lignocellulosic residues. These residues are currently being underutilized and burned for energy production with a low sale price; this biomass can serve instead as a starting material for many valuable products. There is a rapidly growing interest in new technologies that can convert renewable, low-cost biomass from the forest into high-value bulk chemicals and materials, including NDOs and other food ingredients [4]. The availability of well-defined enzymes or enzyme combinations for the production of NDOs from these substrates is a prerequisite [5]. The plant cell wall polysaccharides as a novel source of prebiotic oligosaccharides have gained increasing attention, since they offer a sustainable and attractive utilization of the agricultural and industrial residues leading to the development of a bio-based economy.



Among the lignocellulosic-derived NDOs, those produced by cellulose hydrolysis, namely cello-oligosaccharides (COS), represent a group of novel oligosaccharides with exceptional interest and numerous potential applications as potential prebiotic ingredients. These oligosaccharides, especially cellobiose, have been shown to promote the growth of Bifidobacterium species and exhibit a higher prebiotic potential than other widely used oligosaccharides, such those from fructose [6]. The bioavailability of cellobiose in humans has already been evaluated with cellobiose tolerance tests [7]. It has consequently been observed that after ingestion, cellobiose can be fermented by the gut microflora and that it cannot be hydrolyzed by the digestive enzymes, therefore it reaches the colon undigested [8]. Additional studies have been carried out with humans and rodents and suggested the beneficial effects of cellobiose on carbohydrate metabolism, diabetes and obesity [9,10].



Several strategies for enzyme-mediated production of oligosaccharides have been proposed. These include, among others, the design of tailor-made enzymatic cocktails that offer a controlled polysaccharide cleavage breaking and produce less monomers [11], the modification of reaction conditions (e.g., buffer exchange to abolish the end-product inhibition of enzymatic activity) [12] or the fine-tuning of the performance of commercially available enzyme cocktails (e.g., addition of β-glucosidase inhibitor [13]). Out of these strategies, the construction of customized enzyme mixtures may offer great advantages, such as the ability to adapt the mixture composition to different substrates according to their structural properties, but there are many bottlenecks that hamper the scaling-up of such processes. These bottlenecks arise either from the production costs of different monoenzymes or the laborious, time-consuming techniques related to molecular cloning and heterologous production methods and protocols. On the contrary, tuning the performance of commercially available cellulase mixtures could be a promising solution for the valorization of available biomass wastes. These enzyme cocktails comprise of a unique set of various activities that act synergistically to release the desired product. By modifying the reaction conditions, such as pH or temperature, it is possible to boost the activity of specific enzymatic activities of interest, such as cellobiohydrolases and endoglucanases in the case of cellobiose production, selectively. Combining this selectivity together with blocking the activity of β-glucosidase with inhibitory compounds can theoretically lead to the accumulation of cellobiose. Conduritol-B-epoxide mimics the structure of β-glucose, as shown in Figure 1, and it is a potential irreversible inhibitor of β-glucosidases [14]. Opening of the epoxide by a nucleophilic residue of the enzyme active site enables the interaction with the OH groups of the inhibitor, the formation of a stable ester bond and, subsequently, the specific binding to the enzyme [15].



In the present study, different strategies were followed including modification of the reaction conditions, such as pH, temperature, addition of conduritol-B-epoxide at various concentrations, as well as change of hydrolysis strategies, such as buffer exchange, supplementation of enzyme and conduritol. Celluclast®, an enzyme preparation for breakdown of cellulose into glucose, cellobiose and longer glucose polymers, produced by fungus Trichoderma reesei, was selected for the study due to the limited activity of β-glucosidase that it is a native characteristic property of the cocktail [16]. As this enzyme preparation is lacking lytic polysaccharide monooxygenase (LPMO) activities, the synergistic effect of cellulases with external addition of LPMO towards the production of cellobiose was also evaluated. This class of enzymes has been reported to cleave cellulose chains in an oxidative way and to create nicking points [17], thus providing new chain ends for the processive enzymes to act. Moreover, a comparative study of the performance of the optimized cocktail on different substrates under optimal reaction conditions is presented. Organosolv-pretreated birch and spruce woodchips [18,19] were used as substrates to determine the production of cellobiose. Finally, the substrate that was degraded to the greatest extent was assessed on a scale-up reaction and the whole process, including product recovery and purification as well as evaluation of prebiotic potential on different Lactobacilli species, is described.




2. Results


2.1. Effect of β-Glucosidase Inhibitor


The effect of conduritol-B-epoxide, which binds covalently to the catalytic site of β-glucosidase, towards the production of cellobiose was evaluated. Organosolv-pretreated birch B1 (the composition is described in Section 4.1), was used as a substrate. Since the inhibition effect is usually dose- and time-dependent, different concentrations of conduritol were tested in order to find the minimum amount that caused inhibition of the activity of β-glucosidase. Buffer exchange was applied at 24 h, as from preliminary results it was found that it increased the hydrolysis yield by 23% (data not shown). Total hydrolysis time was 48 h. As depicted in Figure 2 and Supplementary Table S1, the highest cellulose conversion to cellobiose was observed with a concentration of 0.99 mM conduritol and corresponded to 35.2% (w/w) for 48 h of hydrolysis, while the cellobiose (CB): glucose (Glu) ratio was equal to 3.3. When conduritol was added to a concentration of 3.95 mM, the ratio of cellobiose to glucose was 6.5, with a total production of 168.5 mg cellobiose/g biomass and 25.8 mg Glu/g biomass. In presence of 4.94 mM conduritol, the ratio of CB to Glu was 7.1 and was the highest among all conditions tested, leading to 154 mg CB/g of substrate. In order to combine the maximum ratio of cellobiose to glucose to get a cellobiose-rich hydrolysis product with the minimum amount of conduritol, addition of 3.95 mM conduritol was selected as the optimum condition for further experiments.




2.2. Effect of Enzyme and Conduritol Mixture Preincubation


Preincubation of enzyme with conduritol was investigated in order to check whether the inhibitor could bind onto the enzyme under a time-dependent mode. The preincubation took place at room temperature for 60 min. Hydrolysis took place under the same conditions as described above and the results were compared to those from a hydrolysis reaction without preincubation. The results, described in Table 1, showed that preincubation did not result in further improvement of the activity of Celluclast® towards the production of CB showing that the covalent bonding between the enzyme and inhibitor is instant. Moreover, the CB:Glu ratio was slightly lower after preincubation.




2.3. Effect of pH and Enzyme Loading


The effect of different pH conditions was investigated with an enzyme loading of 25 and 50 mg/g substrate, for 24 and 48 h of hydrolysis, with buffer exchange at 24 h. From the results, as shown in Figure 3 and Supplementary Table S2, it can be concluded that an increase of enzyme loading leads to a concurrent rise of the overall cellulose conversion but it does not favor the production of CB over Glu. It is only at pH 7.0 that the addition of 50 mg enzyme/g of substrate results in production of CB as the sole product in the absence of Glu, with a CB yield of 133 mg/g of substrate after 48 h of hydrolysis confirming previous observations that the inhibition from conduritol-B-epoxide is pH-dependent [20].



The trials at different pH values showed that there is a gradual increase both in total hydrolysis yields and the CB:Glu ratio when the pH of the reaction increases from 4.00 to 6.00, while the optimum CB:Glu ratio is achieved at pH 7.0 (21.6 and 22.5 after 24 and 48 h of hydrolysis, respectively, for 25 mg enzyme/g of substrate). Interestingly, the overall cellulose conversion is lower at this condition, and this is apparently due to the lower activity of a fraction of enzymes that are included in Celluclast® mixture. With the aim to minimize the enzyme usage and, since the amount of CB produced from both enzyme loading conditions was approximately the same, while the amount of glucose was negligible (0.56% w/w), the enzyme loading of 25 mg enzyme/g substrate and pH 7.0 was selected as the optimal condition to proceed further. Trials at pH 7.5 and 8.0 showed a reduced enzyme activity that reached 9.27% and 1.81% w/w cellulose conversion to CB, respectively (data not shown).




2.4. Effect of Hydrolysis Time, Inhibitor Concentration and Reaction Temperature at pH 7.0


The hydrolysis rates after 24, 48, 72 and 96 h incubation were evaluated at pH 7.00, both with and without buffer exchange at 48 and 72 h, in order to evaluate whether it was possible for the reaction to continue leading to an increase of cellobiose production. Buffer exchange at 24 h was applied in both cases. The results, as depicted in Figure 4a and Supplementary Table S3, showed that the rate is higher during the first 24 h of reaction, with a CB yield of 109.5 mg/g substrate and a CB:Glu ratio of 21.8, which in accordance with the previous results, and it remains high after 48 h. Comparison of 72 and 96 h of hydrolysis with and without buffer exchange did not show significant difference, therefore this strategy was not used further. This can be attributed to the fact that enzymes, though bound onto the substrate, have lost a part of their activity after 96 h of hydrolysis, therefore they are not able to continue the hydrolysis of the substrate and contribute further to the increase of the CB yield. As the greater amount of cellobiose was produced within the first 24 h, this condition was selected in order to minimize the hydrolysis time and, consequently, the possible overall costs of the process.



As pH 7.0 was proved to be a condition that does not favor the activity of β-glucosidase, since the enzyme was apparently less active, and with the aim to reduce the addition of conduritol as much as possible, another set of experiments was set up in order to test different concentrations of the inhibitory compound. Conduritol-B-epoxide was added in concentrations varying within the range of 0–3.95 mM and the reaction was incubated for 24 h. In Figure 4b and Supplementary Table S4, it can be observed that a concentration of 1.98 mM conduritol is sufficient to suppress the activity of β-glucosidase and lead to a total production of 141.7 mg CB/g of substrate, with a CB:Glu ratio of 28.3. Trials with different temperature conditions were also conducted in order to evaluate whether a temperature change within the range of 40–50 °C (optimal temperature conditions for the performance of Celluclast® according to [10]), could have a beneficial effect towards the increase of cellobiose production. The hydrolysis yield and the CB:Glu ratio were evaluated after 12 and 24 h of hydrolysis, after applying buffer exchange at 12 h. The results, summarized in Table 2, showed that 45 °C is the optimal temperature that maximizes the cellobiose production, but the CB:Glu ratio is much lower. Therefore, the condition of 1.98 mM conduritol, 50 °C and 24 h of reaction was chosen as the optimal.




2.5. Effect of Buffer Exchange, Enzyme and Inhibitor Supplementation


The effect of buffer exchange, as well as the supplementation with additional enzyme loading and/or conduritol-B-epoxide was assessed for 8, 24 and 48 h of hydrolysis. Buffer exchange and supplementation of enzyme and inhibitor occurred at 8, 24 and 48 h, while the amount of enzyme and inhibitor added each time was equal to the initial concentration. The results in Figure 5 show that buffer exchange not only improved the CB yield but also increased the CB:Glu ratio at 24 and 48 h. This can be attributed not only to the removal of produced cellobiose and, thus, elimination of end-product inhibition, but also due to the fact that β-glucosidase was removed in the supernatant while other cellulolytic enzymes remained bound onto the substrate. As a result, after the buffer exchange step, the majority of the enzymes that are present represent enzymes with activity of endo- and exo-cellulases, while the β-glucosidase fraction has been removed. Trials with supplementation of enzyme, conduritol or combination of both showed that the addition of enzyme loading boosts the hydrolysis towards the production of cellobiose and rapidly increases the CB:Glu ratio to 39.8, compared to 18.6 in case of buffer exchange. The highest performance is achieved when all three different constituents, namely buffer, enzyme and conduritol, are all supplemented, leading to 164.3 and 172.2 mg CB/g of substrate after 24 and 48 h of hydrolysis, respectively (Supplementary Table S5). Supplementation with conduritol alone does not further improve the product yield.




2.6. Evaluation of LPMO on the Production of Cellobiose


Synergistic effect of PcLPMO9D with cellulases was investigated in order to evaluate whether the addition of a C1 oxidizing enzyme can boost the production of cellobiose. The control reaction with 25 mg Celluclast®/g of substrate and addition of 1.98 mM of conduritol-B-epoxide resulted in the release of 145.7 mg CB/g of substrate, with a CB:Glu ratio equal to 21.8. The test reaction with an additional loading of 2.5 mg LPMO/g of substrate showed a substantial increase of cellobiose to 220.9 g CB/g of substrate. Interestingly, the data displayed in Table 3 show that, in parallel, there is a higher increase in the glucose production rate, which is translated into a decrease of the overall CB:Glu ratio. As a result, although the total sugar release is increased by around 58% in the LPMO supplemented reaction and there is a significant boost obtained in the case of cellobiose, the enormous enhancement in glucose levels causes the CB:Glu ratio to drop to 13.1. Interestingly, in the control reaction containing 27.5 mg Celluclast®/g of substrate, no significant changes in either cellobiose or glucose yields were observed. This is an indication that the increase of cellobiose yields can be attributed to the activity of LPMO and not to the effect of increased protein content. To the best in our knowledge this is the first report where the additional action of LPMO results not only in the increase of release of glucose but also in the increase of production of cellobiose.




2.7. Evaluation of Different Substrates


Different substrates were tested towards the production of cellobiose by using the optimal hydrolysis conditions, namely 1.98 mM of conduritol-B-epoxide at pH 7.0 with an enzyme loading of 25 mg/g substrate. Buffer exchange was applied at 8 and 24 h of hydrolysis, without any supplementation of conduritol or enzyme. The composition of each substrate is described in Section 4.1. According to the results depicted in Figure 6 and Supplementary Table S6, conversion of cellulose to cellobiose was higher in birch compared to spruce. Regarding the CB:Glu ratio, in the case of birch, this was lower for B1, and in case of spruce it was lower for S1; both were pretreated with acid catalyst. B1 was by far the best substrate among those tested for the production of cellobiose, therefore it was selected for the scale-up reactions.




2.8. Scale-up Reaction and Downstream Processing for Product Recovery


A scale-up reaction with a total volume of 60 mL was carried out using birch B1 as the substrate and the optimal reaction conditions to maximize the cellobiose production upon the minimum addition of conduritol-B-epoxide and enzyme loading, as determined in the previous experiments. The hydrolysis was carried out at pH 7.0, with addition of 1.98 mM conduritol-B-epoxide and an enzyme loading of 25 mg/g of substrate. Hydrolysis took place for 24 h and buffer exchange was applied after 8 h. After centrifuge and removal of the residual biomass, all fractions were collected and mixed (final reaction mixture together with that originating from the buffer exchange). Ultrafiltration and nanofiltration were applied in order to remove glucose and conduritol and to recover a cellobiose-rich liquor. Figure 7 represents the overall procedure for the enzymatic production of cellobiose from organosolv-pretreated birch B1, as well as the product yield and recovery in each stage. A total amount of 1.28 g of cellobiose was produced, corresponding to 128 mg of cellobiose/g of substrate, while after ultra- and nano-filtration, 984 mg of the final product remained. The nanofiltration step resulted in the removal of a great amount of glucose, leading to a final cellobiose to glucose ratio of 37.4. The protein content of the mixture was determined at 0.53% w/w. The product was freeze-dried (Figure 8) and used for evaluation of its prebiotic potential.




2.9. Evaluation of COS Prebiotic Activity


Growth Potential of Lactobacillus Strains on Pure Cellobiose and Birch-Derived Sugars


Two Lactobacilli strains were used for testing the prebiotic effect of the birch hydrolysates. The results, as evaluated by the increase of the optical density (OD600) and the carbohydrate accumulation, are depicted in Figure 9. Both strains (L. gasseri and L. plantarum) can efficiently utilize cellobiose which is demonstrated by the growth rate values that reach μ = 0.19 h−1 and μ = 0.78 h−1, respectively. L. plantarum exhibits a relatively higher growth in cellobiose (final OD600 = 5.18 ± 0.19) and consumes the total carbohydrate content within the first 23 h of hydrolysis. L. gasseri is slower (final OD600 = 5.08 ± 0.27) and incubation time over 50 h is required in order to consume the total amount of cellobiose. Lactic acid is the only metabolite that is produced by both L. gasseri and L. plantarum when grown on cellobiose, as depicted in Table 4, while no production of any short chain fatty acid (acetic, propionic or butyric acid) is detected.



The results from the studies with birch hydrolysate showed that both strains are able to grow on birch-derived cellobiose as shown in Figure 9 by the increase of the optical density value and the consumption of the cellobiose content. The most effective strain was L. plantarum, with a growth rate of μ = 0.92 h−1, while L. gasseri could also utilize this carbon source, though it was much slower (μ = 0.22 h−1). Determination of the fermentation products (Table 4) reveals the presence of other sugars existing in the biomass hydrolysate that were not detected by HPLC and can be consumed by both strains, since the amount of the lactic acid produced is much higher than the cellobiose that is consumed. In fact, a low amount of glucose is present, but still the final concentration of lactic acid is much higher. Analysis of the product with HPAEC-PAD chromatography revealed traces of sugars with higher degree of polymerization, such as cellotriose and cellotetraose, leading to the conclusion that other oligosaccharides with higher degree of polymerization (DP) originating either for cellulose or hemicellulose exist in the hydrolysate and serve as a carbon source for the bacteria. In a similar way as for the cellobiose substrate, no production of acids was observed.






3. Discussion


Lignocellulosic biomass residues constitute an abundant, renewable source of energy-rich polysaccharides that, when subjected to enzymatic hydrolysis, are transformed into oligomeric and monomeric sugars. The latter can either be processed through chemical and/or biological treatment towards a repertoire of high added-value products or, depending on their structural properties, to be used as animal feed or human dietary supplements with prebiotic properties. Many tons of forest materials are annually made available by the forest industry and these residual streams are usually under-valorized. Biomass from birch trees consists of approximately 43.9% w/w cellulose, while this percentage reaches 42% w/w for spruce trees [21], underlining the great potential of these residues towards the production of COS. It has been already reported in the literature that COS produced by enzymatic hydrolysis of wheat straw, comprised of 84% of cellobiose, showed a substantial improvement of the microbial consortium of weaned pigs [22]. However, limited studies on production of COS from forest biomass have yet been reported. Production of non-digestible COS from forest residual biomass includes a complete process starting from physicochemical pretreatment and fractionation in order to obtain a cellulose-rich solid pulp, followed by controlled enzymatic hydrolysis in order to increase the ratio of oligomers over monomers, product recovery and purification and, eventually, evaluation of prebiotic activity. To the best of our knowledge, this is the first study to report the optimization of parameters for tuning the performance of the commercial cocktail Celluclast® towards the production of oligosaccharides and, moreover, this is one of the first reports that describes the whole procedure covering from the pretreatment/fractionation to the in vitro evaluation of COS prebiotic potential on Lactobacilli strains.



Lignocellulose degradation is a challenging process due a number of factors linked with the recalcitrance and complex nature of this material. The saccharification of the lignocellulosic biomass is hence limited due to these factors. Particularly, the hemicellulose and lignin removal, the decrease of the degree of polymerization of the cellulose chain and the decrease of the cellulose crystallinity index, which is also accompanied by the decrease of the particle size and thus the increase of the accessible surface area, are considered as major requirements for a hydrolysis process to be efficient [23,24]. Therefore, to boost the hydrolysis of lignocellulose towards the production of prebiotic oligosaccharides, there is a necessity to overcome the difficulty and complexity of the depolymerization of this substrate. Applying an efficient pretreatment/fractionation method, such as organosolv process, has proven a promising solution [18,19], particularly by employing food-grade aqueous ethanol solutions. Combining an efficient fractionation process with controlled enzymatic hydrolysis can boost the release of oligomers over monomers. Synthesis of cellobiose and other oligosaccharides with higher DP is also possible through enzyme-mediated condensation reaction of monosaccharides, catalyzed by β-glucosidases [25,26]. However, the reaction rate is quite slow, leading to very low oligosaccharide yields and thus, making the process not economically viable. Compared to synthesis, hydrolysis of cellulose-containing substrates, including lignocellulosic residues, is an attractive alternative. The main bottleneck of the process is the end-product inhibition, which is more severe in case of cellobiohydrolases [27] but can also affect many enzymatic activities that are present in a cellulase mixture. Additionally, the remaining hemicellulose-derived products on the substrate, like xylan, also impact the hydrolysis rates of cellulases [28]. Even though generally the inhibition is more apparent at high-solid concentrations it is also significant at low-solid concentrations [29] and therefore can occur under the conditions of the present study.



To eliminate the adverse effects of the end-product inhibition, we studied the effect of buffer exchange on the increase of cellobiose yields. A similar strategy described as a multistage degradation process of cellulose towards the production of cellobiose has been also reported in the literature [12]. This process is expected not only to alleviate the inhibitory reactions from present cellobiose and glucose, but also to enable the removal of unbound β-glucosidase in the washing fraction, while other cellulases containing a carbohydrate binding module (CBM) remain attached onto the substrate and continue the hydrolysis process. Moreover, we studied the addition of the β-glucosidase inhibitor conduritol-B-epoxide at different concentrations, which led to a substantial increase of the final cellobiose produced. Finally, modifying the reaction conditions and performing the hydrolysis at pH 7.0 resulted in a high ratio of CB:Glu. This is in accordance with data reported in the literature describing that activity of Celluclast® against pNP-glucopyranoside (indicative of β-glucosidase activity) is observed only in a narrow pH range between 4.0–5.5 [30]. By combining buffer exchange with addition of conduritol and changing the pH of the reaction, we achieved a CB:Glu ratio of 21.8, which is the highest among those reported. Ultrafiltration in order to remove the enzymes and possibly re-use them, combined with nanofiltration in order to remove glucose, conduritol and other low-molecular-weight compounds was also employed for the scale-up reactions [31].



LPMOs, a novel class of oxidative biocatalysts acting on carbohydrate-containing substrates, have been shown to boost the hydrolytic performance of cellulase cocktails by improving their accessibility to the cellulosic substrate [17]. LPMOs have been investigated for their implication in defibrillation and separation of cellulose fibrils, acting as “amorphogenesis”-inducing factors [32], thus providing to hydrolases novel cellulose sites for binding and cleavage. Since LPMOs have this mode of action, it was supposed that they can possibly boost the production of cellobiose. Indeed, as shown in our study, their incorporation in the cellulase mixture increased the yield of CB, but this was accompanied by a simultaneous increase of glucose and, as a result, the decrease of the ratio of CB:Glu. In our case, this condition was not selected further for the experimental purposes of the present project.



Testing different substrates showed that at least two-fold higher cellobiose yield was achieved in the case of birch compared to spruce, verifying that the performance of the cocktail differs among biomass samples and depends on the composition and structure of the lignocellulosic materials that differ according to the type of wood that is used. The main hemicellulolytic component of hardwoods (birch) is xylan, while for softwoods (spruce) is glucomannan. Consequently, the response of the different materials to the pretreatment method that is being used is also distinctive. It has been reported that after the organosolv pretreatment of both birch and spruce biomass the lignin removal is more significant for birch than for spruce and therefore, the enzymatic digestibility showed higher improvement in the case of birch than in the case of spruce [33,34], as it can also be observed by the composition of the OS pretreated substrates that were used for this study.



The results of this study clearly demonstrate that there are several possible strategies that allow a fine-tuning of the performance of the commercial enzyme mixture Celluclast® towards the production of cellobiose. This occurs in a way meaning that there is the option of choosing between high production yields and high purity of the obtained product. Consequently, the decision-making can be adjusted accordingly to the purpose of the experiment. In our case, the target was the production of a cellobiose-rich stream, as pure as possible, in order to be incorporated in products and foods with low glycemic index. This study was a part of ForceUp Value project, funded by Vinnova, Sweden, with the aim to provide functional products. The project’s overall approach is to utilize residual lignocellulosic biomass, namely forest feedstocks, for the production of prebiotics to be used as health-beneficial products for human consumption. To achieve this goal towards the production of food supplements with low glycemic index, the focus was on producing COS with a glucose content as low as possible, therefore all experimental design was based on that aspect. The results clearly demonstrate the successful production of COS from birch biomass, as well as their ability to be fermented by beneficial lactic acid bacterial species, which contributes to their prebiotic characteristic.




4. Materials and Methods


4.1. Enzymes and Substrates


For the production of cellobiose, organosolv-pretreated birch (B1: 200 °C for 30 min, 60% (v/v) EtOH, 1% (w/wbiomass) H2SO4; and B2: 200 °C for 15 min, 60% (v/v) EtOH) and spruce (S1: 200 °C for 30 min, 52% (v/v) EtOH, 1% (w/wbiomass) H2SO4; and S2: 200 °C for 30 min, 52% (v/v) EtOH) were used as substrates [18,19]. The compositional analysis of the materials was 77.9% (w/w) cellulose, 8.9% (w/w) hemicellulose, 7.0% (w/w) lignin for B1, 66.3% (w/w) cellulose, 22.0% (w/w) hemicellulose, 7.8% (w/w) lignin for B2 and 72.0% (w/w) cellulose, 4.0% (w/w) hemicellulose, 15.4% (w/w) lignin for S1 and 66.0% (w/w) cellulose, 6.0% (w/w) hemicellulose, 14.9% (w/w) lignin for S2 [18,19]. Glucose and cello-oligosaccharides (DP2-6), as well as weak acids (lactic acid, acetic acid, propionic acid) that were used as analytical standards, were obtained from Sigma-Aldrich (St. Louis, MO, USA). Cellulase mixture from Trichoderma reesei (Celluclast®) and conduritol-B-epoxide (1,2-anhydro-myo-inositol) was purchased from Millipore, Burlington, MA, USA.




4.2. Hydrolysis of Lignocellulosic Materials


Organosolv-pretreated birch B1 was used as a substrate for all experiments towards the optimization of the enzymatic hydrolysis conditions. Organosolv-pretreated birch (B1, B2) and spruce (S1, S2) were then tested as substrates to estimate the cellobiose production from different lignocellulosic feedstocks. All enzymatic treatments took place with a commercially available cellulase mixture from Trichoderma reesei (Celluclast®, Sigma-Aldrich). The initial dry matter (DM) in all experiments was 6% (w/v) and the enzyme loading was 25 or 50 mg/g substrate, as described below for each experimental run. Enzymatic reactions were performed in safe lock microtubes at 1.5 mL reaction volume, at 50 °C, under agitation of 1100 rpm. All reactions were performed in 100 mM phosphate-citrate buffer pH 5.0 and contained 0.02% (w/v) NaN3. Conduritol-B-epoxide was used as a β-glucosidase inhibitor. Buffer exchange was applied at 24 h, while the total hydrolysis time was 48 h. All trials were run in duplicates. At different time intervals (8, 12, 24, 48 h) according to the design and purpose of each experiment, samples were taken, boiled for 5 min for enzyme inactivation, centrifuged and the supernatant was filtered (0.22 μM pore size). As the main reaction products were cellobiose and glucose, sugar analysis was performed by isocratic ion-exchange chromatography, using an Aminex HPX-87H column (Bio-Rad Laboratories, Hercules, CA, USA) with a micro-guard column at 65 °C as previously described [35]. The % w/w cellulose conversion into cellobiose was calculated by following the equation below:


  Cellulose   conversion    ( % )  =   C 2 ∗ 1.05 ∗ 100   Csubstrate ∗ %   cellulose ∗ 1.1   ,  



(1)




where the concentrations of cellobiose and initial substrate are calculated in mg/mL of reaction volume and 1.05 is the conversion rate of cellobiose to glucose. The % w/w cellulose for each substrate is described in Section 4.1. In case other oligosaccharides were present, the hydrolysates were analyzed with high performance anion exchange chromatography equipped with pulsed amperometric detection (HPAEC-PAD), as previously described [36].




4.3. Evaluation of Synergistic Effect of PcLPMO9D with Cellulases towards Cellobiose Production


Combined activity of cellulases with PcLPMO9D from Phanerochaete chrysosporium [37] towards the production of cellobiose was evaluated. The enzyme, acting on the C1 atom of the glucose molecules and producing lactones as oxidized products, was heterologously produced in Pichia pastoris and purified to its homogeneity according to previously described methods and protocols [37]. The reactions were performed with 6% (w/v) initial DM in 100 mM phosphate-citrate buffer pH 7.0, upon addition of 1.98 mM conduritol-B-epoxide, in the presence of 1 mM ascorbic acid as reducing agent, in safe lock microtubes at 1.5 mL reaction volume, at 50 °C, under agitation of 1100 rpm. Control reaction was performed with 25 mg/g of substrate Celluclast®. To test the effect of PcLPMO9D supplementation, the aforementioned enzyme load was supplemented with 2.5 mg/g of substrate of PcLPMO9D, with the rest of the conditions remaining the same. Another control reaction was also included, in which Celluclast® loading was 27.5 mg/g of substrate. Hydrolysis took place for 8 h. After centrifugation and boiling, the supernatants were filtered (0.22 μM pore size) and the released sugars were detected by HPLC chromatography using an Aminex HPX-87H column as previously described [35].




4.4. Scale-up Hydrolysis Reaction and Product Recovery


After identifying the optimal conditions to maximize the cellobiose yield from birch biomass, a scale-up reaction with B1 as a substrate was set up. The initial dry matter was 6% (w/v) and the enzyme loading was 25 mg/g substrate, all suspended in 15 mM ammonium acetate buffer pH 7.0. Ammonium acetate was selected as a sufficiently volatile salt and it was used as a buffer solution at a low concentration in order to minimize the amount of salts in the final product. The hydrolysis total volume was 60 mL in a 500 mL shake flask and the reaction took place at 50 °C, under continuous agitation of 160 rpm, for 24 h. The hydrolysate was collected after centrifugation, filtrated with 0.22 μm pore size filter and then samples were taken for HPLC analysis for identifying and quantifying the cellobiose and glucose content using an Aminex HPX-87H column, as previously described [35]. Then, the hydrolysate was further processed to ultrafiltration for the removal of the enzymes and nanofiltration for the glucose removal and concentration.



For the removal of the total protein, the hydrolysate was filtrated with a LabScale Tangential Flow Filtration system (TFF) (Millipore, Burlington, MA, USA) with exclusion membrane size 5 kDa (Pellicon XL Ultrafiltration Module Biomax 5 kDa, Millipore). The retentate, containing the concentrated solution of cellulases, was maintained in 4 °C for further use in other hydrolysis experiments. The removal of protein was quickly confirmed by determination of protein content with the Bradford method [38]. The permeate was then collected and applied to the nanofiltration system. Nanofiltration was employed for the removal of glucose, conduritol and other low-molecular-weight compounds, as well as for the concentration of birch hydrolysate. A system comprised of a HP4750 High Pressure Stirred Cell (Sterlitech, Kent, WA, USA) and NF270 (pore size ~200–400 Da, Polyamide-TFC, Flux (GFD/psi) 72-98/130, Dow Filmtec™) was employed. A constant pressure of 10 bar was provided by filling nitrogen gas into the cell, while temperature was set at 50 °C. During the nanofiltration process, samples of the permeate and the feed solutions were taken every 15 min on average depending on the flow rate of the permeate. At the end of the filtration, another sample was taken from the sugar mixture that was inside of the vessel (retentate). All samples were then filtrated with 0.22 μm pore size filters and were analyzed with HPLC chromatography using an Aminex HPX-87H column, as previously described in order to determine the sugar content and the presence of acids originating from biomass components (hemicellulose) or reaction conditions (buffer) [35]. The retentate was then collected, freeze-dried and stored in a dry place until further use.




4.5. Determination of Prebiotic Potential of Birch Hydrolysate


Birch hydrolysates produced after enzymatic hydrolysis were tested by prebiotic tests in order to identify whether they could be utilized as carbon sources and support the growth of probiotic strains. Lactobacillus gasseri DSM 20077 was purchased from DSMZ (Braunschweig, Germany) while Lactobacillus plantarum ATCC 8014 was from ATCC, Manassas, VA, USA. The growth medium for both Lactobacillus strains’ stock cultures was MRS medium with cysteine (Medium 232 DSMZ). Birch hydrolysate was tested at an initial cellobiose concentration of 2% (w/v) in MRS broth prepared at pH 6.0, in the absence of glucose or any other carbohydrate. The obtained media was then sterilized using 0.22 μm pore size filters. Bacteria cells grown in glucose precultures were centrifuged (4000 rpm, 10 min), collected and resuspended in 50 mL MRS medium containing birch-derived sugars. The cultures were incubated anaerobically, at 36 °C, without agitation, for a maximum of 80 h. Growth rate was monitored by identifying the cell density at 600 nm, while sugar consumption and release of fermentation products (lactic acid, acetic acid, etc.) were analyzed using HPLC chromatography with Aminex HPX-87H column as described above [35]. All trials were run in duplicates. Cultures with MRS media with 2% (w/v) cellobiose were used for comparison.





5. Conclusions


The abundance of the lignocellulosic biomass together with its ability to generate high added-value oligosaccharides, such as those derived from the cellulose fraction, through enzymatic treatment make it a sustainable source for the potential larger scale production of these novel food-grade ingredients. In this study, we modified the performance of the commercially available enzyme mixture, Celluclast®, towards the production of COS from birch biomass. The potential of the hydrolysis product to support the growth of two Lactobacilli probiotic strains as a sole carbon source was also demonstrated.
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Figure 1. Structures of glucose and conduritol-B-epoxide, two potent inhibitors of enzymes with cellobiohydrolase activity. 






Figure 1. Structures of glucose and conduritol-B-epoxide, two potent inhibitors of enzymes with cellobiohydrolase activity.



[image: Catalysts 09 00897 g001]







[image: Catalysts 09 00897 g002 550] 





Figure 2. Cellulose conversion (% w/w) to cellobiose (CB) and glucose (Glu) under addition of various concentrations of conduritol-B-epoxide, upon buffer exchange at 24 h. The CB:Glu ratio is also described for 48 h of hydrolysis. 
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Figure 3. Cellulose conversion (% w/w) to cellobiose (CB) and glucose (Glu) in different pH conditions and at an enzyme loading of 25 and 50 mg/g of substrate, upon buffer exchange at 24 h. The CB:Glu ratio is also described for 24 and 48 h of hydrolysis. 
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Figure 4. Cellulose conversion (% w/w) to CB and Glu: (a) for different hydrolysis time and evaluation of buffer exchange after 72 (buffer exchange at 48 h) and 96 h (buffer exchange at 72 h) of hydrolysis; (b) for various concentrations of conduritol-B-epoxide at pH 7.0. The CB:Glu ratio is also described for: (a) different hydrolysis time; (b) 24 h of reaction. 
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Figure 5. Cellulose conversion (% w/w) to CB and Glu after applying buffer exchange and/or supplementation with additional enzyme loading or conduritol-B-epoxide. The CB:Glu ratio is also described for 8, 24 and 48 h of hydrolysis. 
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Figure 6. Hydrolysis yields from birch and spruce substrates, described as % w/w cellulose conversion into cellobiose and glucose of at pH 7.0, upon the addition of 1.98 mM conduritol-B-epoxide, at an enzyme loading of 25 mg/g of substrate, with buffer exchange at 8 and 24 h. CB:Glu and total mg CB per gram of substrate are also described. 
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Figure 7. Overall scheme of the cellobiose production from pretreated birch. 
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Figure 8. Freeze-dried cellobiose-rich product from enzymatic hydrolysis of pretreated birch. 
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Figure 9. Growth curve and carbohydrate consumption of (a) L. gasseri and (b) L. plantarum grown anaerobically, at 36 °C, on MRS culture media supplemented with 2% (w/v) cellobiose and with birch hydrolysate at an initial concentration corresponding to 2% (w/v) cellobiose. 
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Table 1. Cellulose conversion (% w/w) to CB and Glu with and without preincubation of the enzyme with the inhibitor compound. Birch B1 was used as a substrate.
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24 h

	
48 h




	

	
CB (% w/w)

	
Glu (% w/w)

	
CB:Glu

	
CB (% w/w)

	
Glu (% w/w)

	
CB:Glu






	
No preincubation

	
17.7 ± 0.9

	
2.7 ± 0.1

	
6.7

	
19.5 ± 1.1

	
3.0 ± 1.0

	
6.5




	
Preincubation

	
17.0 ± 1.1

	
2.9 ± 0.0

	
5.8

	
19.9 ± 1.0

	
3.4 ± 1.1

	
5.8
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Table 2. Trials with different temperature and incubation time. All experiments have been conducted upon the addition of 1.98 mM conduritol-B-epoxide and a pH 7.0, while buffer exchange was applied at 12 h.
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	Temperature/Incubation Time
	CB
	Glu
	CB:Glu
	mg CB/g Substrate





	50 °C, 12 h
	13.0 ± 1.1
	0.5 ± 0.1
	27.1
	111.97



	50 °C, 24 h
	16.3 ± 0.5
	0.6 ± 0.1
	28.0
	140.66



	45 °C, 12 h
	16.7 ± 0.7
	1.4 ± 0.1
	12.1
	143.97



	45 °C, 24 h
	20.1 ± 0.4
	1.2 ± 0.0
	17.3
	173.45



	40 °C, 12 h
	12.8 ± 1.0
	1.3 ± 0.2
	9.6
	110.64



	40 °C, 24 h
	18.5 ± 0.2
	1.7 ± 0.2
	10.7
	159.4
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Table 3. Evaluation of synergistic effect of Celluclast® supplementation with PcLPMO9D towards the production of cellobiose.
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	Conditions
	CB

(% w/w)
	Glu

(% w/w)
	CB:Glu
	mg CB/g Substrate
	% CB Increase
	% Glu Increase





	25 mg enzyme/g sub
	16.0 ± 1.7
	0.7 ± 0.1
	21.8
	145.7
	0
	0



	25 mg enzyme/g sub + 2.5 mg PcLPMO9D/g sub
	24.3 ± 1.2
	1.9 ± 0.1
	13.1
	220.9
	51.5
	151.6



	27.5 mg enzyme/g sub
	16.0 ± 1.0
	0.7 ± 1.0
	21.8
	145.4
	0
	0
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Table 4. Fermentation metabolites (mg/mL) of Lactobacilli strains upon growth on pure cellobiose, birch and spruce COS-rich hydrolysates. No significant amounts of formic or butyric acid were detected.
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L. gasseri

	
L. plantarum




	

	
Cellobiose

	
Birch Hydrolysate

	
Cellobiose

	
Birch Hydrolysate




	

	
0 h

	
77 h

	
0 h

	
77 h

	
0 h

	
23 h

	
0 h

	
23 h






	
cellobiose

	
19.7 ± 1.1

	
0.1 ± 0.0

	
19.6 ± 2.0

	
0.0 ± 0.00

	
20.1 ± 0.06

	
0.0 ± 0.0

	
20.0 ± 2.6

	
0.1 ± 0.1




	
lactic acid

	
0.1 ± 0.1

	
8.5 ± 1.4

	
0.3 ± 0.1

	
39.5 ± 3.9

	
0.4 ± 0.01

	
21.1 ± 2.9

	
1.2 ± 0.2

	
37.1 ± 2.9




	
acetic acid

	
4.0 ± 1.3

	
4.1 ± 0.0

	
4.2 ± 0.8

	
4.4 ± 1.0

	
4.3 ± 0.25

	
3.8 ± 0.6

	
4.5 ± 1.7

	
4.4 ± 1.9




	
propionic acid

	
0.9 ± 0.0

	
1.03 ± 0.7

	
1.1 ± 0.0

	
0.8 ± 0.2

	
0.9 ± 0.12

	
0.9 ± 0.0

	
1.1 ± 0.7

	
0.8 ± 0.2
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