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Supplementary Fgure S1. Azoxymethane-induced rat colonic tumor histologies. (a) Normal Colon (10X); (b) Adenoma (4X); (c) Adenoma (10X); (d) Adenocarcinoma (ADAC, 10X); (e,f) ADCA 40X.



Figure S2: Chemoprevention of Colon Cancer by DEFMO, Sulindac, and NO-Sulindac administered individually or in combinations in F344 rats
Western blot replicates
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Caspase 6 Fold change
First Replicate 1 1.014028 1.358589 1.596577 1.646027 2.163884
Seconf replicate 1 1.031079 1.000677 1.243445 1.301192 1.394341

mean 1 1.022554 1.179633 1.420011 1.473609 1.779112
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1 1.028144 1.417157 1.438266 1.54999 1.976819
1 0.913062 0.908689 0.778897 0.575201 0.615041
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