SUIT-WT or NC
5’-GCTGTACCGATGGCCACACTGGG-3’
ARRARRNRRRARARRARAARAA
3’-CGACATGGCTACCGGTGTGACCC-5’

NC_000015.10 100166-100188bp

SUIT-SC1
Mutation 1: Deletion of 2 bps
5’-GCTGTACCGATGGCCACTGGG-3’

NRRRRR AR AR
3'-CGACATGGCTACCGGTGACCC-5'

SUIT-SC1
Mutation 2: Insertion of 618 bps
5-GCTGTACCGATGGCCAC-ACTGGG-3’

RN ARy
3'-CGACATGGCTACCGGTG-TGACCC-5’

MIA-WT or NC
5'-GCTGTACCGATGGCCACACTGGG-3’
RRRRR AR
3'-CGACATGGCTACCGGTGTGACCC-5'

NC_000015.10 100166-100188bp

MIA-SC1
Mutation 1: Insertion of 108 bps
5’-GCTGTACCGATGGCCAC-ACTGGG-3’

FLLEEEEEEEEEEEEEEEEE R
3'-CGACATGGCTACCGGTG-TGACCC-5’

MIA-SC1
Mutation 2: Insertion of 2 bps
5’-GCTGTACCGATGGCCAC-ACTGGG-3’

LELEEEEEEEEEEEEEEE T
3'-CGACATGGCTACCGGTG-TGACCC-5'

SUIT-WT or NC
5'-CCTGGAGGGACGTCCAGCACCTG-3'
FECEEEETEREEEEEEE R
3'-GGACCTCCCTGCAGGTCGTGGAC-5’

NC_000015.10 105294-105316bp

SUIT-SC2
Mutation 1: Deletion of 1 bp
5’-CCTGGAGGACGTCCAGCACCTG-3’

RRRRRRR AR AR
3'-GGACCTCCTGCAGGTCGTGGAC-5’

SUIT-SC2
Mutation 2: Deletion of 5 bps
5’-CCTGGAGTCCAGCACCTG-3’

ARRRRRRRRR RNy
3'-GGACCTCAGGTCGTGGAC-5'

SUIT-SC2
Mutation 3: Insertion of 1 bp

5’-CCTGGA-GGGACGTCCAGCACCTG-3’

RRRRRRRRRR AR
3’-GGACCT-CCCTGCAGGTCGTGGAC-5’

MIA-WT or NC
5'-CCTGGAGGGACGTCCAGCACCTG-3'
AR RN RA AR
3-GGACCTCCCTGCAGGTCGTGGAC-5'

NC_000015.10 105294-105316bp

MIA -SC2
Mutation: Insertion of 1 bp
5’-CCTGGA-GGGACGTCCAGCACCTG-3’

CELEEEEEEEETEEEEEEEEEEEEE T
3'-GGACCT-CCCTGCAGGTCGTGGAC-5'






