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Figure S1. The DMGs and DEGs from the methylation and expression profile datasets. A. The
heatmap of the top 60 differentially methylated sites between the HGSOC group and the control
group of the GSE133556 dataset; the red color denotes hypermethylation, the blue color means
hypomethylation. B. The heatmap of the DEGs between the HGSOC group and the control group
of the GSE69428, GSE18520, GSE54388, and GSE27651 datasets.
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Figure S2. Confirmation and functional enrichment analysis of hub MeDEGs in HGSOC
tissues. A. The top 15 hub MeDEGs sorted by degree. B. The expression analysis of the top 15 hub
MeDEGs in ovarian cancer by the GEPIA2.0; the red color indicates the tumor tissues, and the gray
color indicates the normal tissues; * p <0.01. C. The top 15 MeDEGs expression analysis in ovarian

serous cystadenocarcinoma and normal tissue via the Oncomine. D. The GO analysis of the top 47

hub MeDEGs.
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Figure S3. The expression levels of UBE2C in the pan-cancer analysis. A. The expression of
UBE2C in various human cancers by matching TCGA normal and GTEx data as controls in
GEPIA2.0. *p < 0.01. B. The IHC staining image of UBE2C in tumor tissues and corresponding
normal tissues of different human cancers obtained from the HPA database. C. The protein level of
UBE2C in tumor tissues and normal tissues by CPTAC database analysis. p <0.001



€
]

4

2

A p=134x10"| | KIRC pIZI‘ .| KICH Si‘ ‘ p = 0.00035

el et Swmll | Semn St Smpelt v Stage | e smell s Somt mell swperv

-4 TGCT p = 0.0466 = Li’ip p=0.00245 Luic p=0.0442| “|BRCA p =0.00125
B -t e mme e A — e
».guunm
Bzl [ EOO0E0m DsE B
< [
v"@&";é'i@ & Qv?%c? Qe? & vg' s ’\‘“,\oc’@(’v *‘hoé’o‘? 5

Overall Survival Ovwerall Survival

Percent survival
Percent survival
Percent survival
Percent survival
Percent survival

.| BRCA

o = 1w 2 20 ° % 100 150 o 50 100 150 20
Meonths Months Months
Overall Survival Overall Survival Overall Survival

Percent survival

Percent survival
04

Percent survival

Percent survival

. Percent survival

8
8

w0 00
Months Months

n.m%m:
R, mI:l D Dj D:l D D D D . “
(UBE2C) a0
ovv-o» O O R O o PR @ Y-\!*Oroﬁlm
C; Ca 0 O N R g e N 2 )
@Ooo\,qgo FFEE qv?Qc; ef‘qg,% e~ RS
Disease Free Survival Disease Free Survival Disease Free Survival Disease Free Survival
= — Low uBEZC TEM. 2 — Low UBEZC TEM 2 e — Low uBE2C TR = = Low UBEZC TEM.
. T H UG T . — HEh e e b — R e e T TR T
Logrank 5-0.0011 Tagrank p-o: . Logrank pei S6-05 e
iR - (g 5 o Hrtngniez 2 -
9 piHR)=0 0018 s RS 053 R " E

S 1a-05 H
ani=z5a

. e - - - ts
2 2 - H =] ] . i = iomya1a1
[ EE [ ER [ EE B
H i H & &
S 4 24 R B 34
| ACC . | BRCA . | KIRC . | KIRP
; pt - - e A S S N A S
Months Months Months Menths
Disease Free Survival Disease Free Survival Disease Free Survival Disease Free Survival

o
Adlowy=162

Percent survival
2 3 [
Percent survival
0
L
Percent survival
Percent survival
o b

o s0 100 150 6 2 . e 8w w0 12

0 ° 20 0 e s
Menths Months Manths Menths
Disease Free Survival Disease Free Survival Disease Free Survival Disease Free Survival
v = .

2 2 2 2
= §__ E- =
¥ H H ¥
. | PRAD . | THCA . |UcEC . luvm
T s T e T T T e -

Figure S4. Stage atlas and survival analysis of UBE2C in the pan-cancer analysis. A. The
correlation between UBE2C expression level and tumor stage by the GEPIA2.0 website. p < 0.05.
B-C. The association between UBE2C expression and OS (B; log-rank p < 0.05) or DFS (C; log-
rank p < 0.05) in different cancers by the GEPIA2.0.
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Figure S5. The relationship between UBE2C methylation and prognoses. A. The Pearson
correlation between the expression level and DNA methylation level of UBE2C in KIRC (Kidney
renal clear cell carcinoma), KIRP (Kidney renal papillary cell carcinoma), CHOL

(Cholangiocarcinoma), PRAD (Prostate adenocarcinoma), LIHC (Liver hepatocellular carcinoma),

and THYM (Thymoma).



