Supplemental Figure 1: Gating strategy.
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A patient KIR-L, donor KIR-L
[upN C1 | C2 [ BBwda | ABwd Cl \ C2 BBwd | ABwd
LMO004 *05:01, *15:02 *51:01 *01:02 *05:01
LRO0O01 | *08:02,*08:02 #24:02 *(08:02 *04:01 *24:02
GMO005 | *07:01,*07:02 *49:01 *32:01 *07:01 *02:02 *49:01,*51:01 *32:01
UTO006 | *01:02,%12:03 *24:02 *01:02 *04:01 *51 *24:02
CRO008 | *01:02,%07:02 *27:05 *07:02 *04:01
CMO002 | *03:04,*07:02 *07:02,%12:02 *52
SQ003 *08:02 *06:02 *53:01 *32:01 *05:01, *06:02 *53:01 *32:01
SC009 #*12:03 *06:02 #38:01,%57:01 *07:02 06:02 *57:01
AV010 | *03:03,%14:02 *51:01 *32:01 *03:03,%07:02 *32:01,*32
CZ011 *12:03 #02:02 #24:02 *02:02,%05:01
BF007 #03,*08 *23 POS" NEG* *23,%32
B KIR repertoire analysis |
J |l 2la|ladla|ld|sla]|& w2 2122 |23 |2
UPN ﬁ ﬁ ﬁ 5 E E 2 ﬁ E -9 ﬁ E ﬁ 5 ﬁ ﬁ ﬁ ﬁ NK alloreactivity | relevant KIR
LM004 i s3 T s5 D YES (C1) KIR2DL2/L3
LR0O01 C F YES (C2) KIR2DL1
GMO005 C S5 D YES (C2) KIR2DL1
UTo006 C E,D YES (C2) KIR2DL1
CRO008 C S3 D YES (C2) KIR2DL1
CM002 - S5 F YES (Bw4) KIR3DL1

Supplemental Figure 2: Analysis of NK alloreactive donors. (A) Analysis of KIR ligand in 11
donor/recipient pairs. HLA class | alleles were converted in KIR ligand using the free KIR-ligand
calculator program (https://www.ebi.ac.uk/ipd/kir/ligand.html). Data were integrated including
HLA-A*23, -A*24, and -A*32 in the allotypes recognized by KIR3DL1 receptor (1). When present,

the HLA allele coding for the KIR ligand present in the donor and absent in the recipients (i.e. relevant

for NK alloreactivity) were boxed in gray. £ For donor BF007, since HLA-C typing was not available,
positivity for HLA-C C1 and negativity for HLA-C C2 alleles were assigned using SSP-PCR
approach. (B) KIR repertoires of NK alloreactive donors were analysed for either the presence (grey
boxes) or the absence (white boxes) of the indicated KIR genes. S3 and S5 in the boxes indicate the
presence of KIR2DS3 and KIR2DS5, respectively. In KIR2DS4 boxes, F indicates the presence of
allele(s) coding for membrane bound receptor, while D indicates allele(s) coding for putative soluble
receptor(s). KIR3DLL1 alleles coding for functional receptors or for polypeptides retained into the cell
are reported with T and C, respectively, according to the nucleotide present at position 320 (2). The
gene order was established on KIR haplotype published sequences. Dark grey boxes indicate the KIR
genes relevant for NK alloreactivity. Recombination hotspot site, located between centromeric and

telomeric regions, is indicated with RS.
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