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Supplementary Materials

Table S1. Details of patients used for NGS. BPH, benign prostate hyperplasia; LS, low stage (stage I
and II); HS, high stage (stage III and IV).

Sample ID Age Gleason PSA pT pN pM Stage PCA3 RNA Pool

2163 79 <5 650 - - pMO - 35 69 BPH
1045 74 <5 027 - - pMO - 30 35 BPH
1103 68 <5 410 - - pMO - 34 48  BPH
1237 59 <5 445 - - pMO - 14 38  BPH
2124 64 <5 694 - - pMO - 32 41 BPH
1082 77 6 874 c¢Tla pNO pMO IIA 44 24 LS
2039 71 6 417 pT2c pNO pMO 1B 47 36 LS
2074 65 8 723 pT2c pNx pMO 1B 24 34 LS
1272 63 7 3.17 pT2c pNx pMO IIB 67 33 LS
2066 74 6 993 cT2c pNO pMO IIA 60 33 LS
1145 61 9 1237 pT3b pNl pMO IV 51 63 HS
1200 70 8 1.86 pT3a pNl pMO IV nd 87  HS
1256 68 8 522 pT3a pNO pMO  III 73 35  HS
2002 67 7 2646 pT3a pNO pMO I 23 37  HS
2047 74 7 3418 pT3a pNx pM0 I 26 47  HS

Table S2. Clinical details of individual patients and healthy controls of the centrifuged urine (CU)
validation cohort.

Sample ID Age Gleason PSA Tumor (pT) Lymph nodes (pN) Metastasis (pM) Stage

AC436 68 - - BPH - pMO BPH
AC392 69 - - BPH - pMO BPH
AC382 83 - - BPH - pMO BPH
AC400 70 - - BPH - pMO BPH
AC406 57 - - BPH - pMO BPH
AC489 76 - - BPH - pMO BPH
ACA415 82 - - BPH - pMO BPH
AC421 72 - - BPH - pMO BPH
AC425 64 - - BPH - pMO BPH
AC430 62 - - BPH - pMO BPH
AC433 70 - - BPH - pMO BPH
AC444 76 - - BPH - pMO BPH
AC435 77 - - BPH - pMO BPH
AC440 75 - - BPH - pMO BPH
AC443 86 - - BPH - pMO BPH
AC462 69 - - BPH - pMO BPH
AC449 70 - - BPH - pMO BPH
AC451 76 - - BPH - pMO BPH
AC457 68 - - BPH - pMO BPH
AC486 61 - - BPH - pMO BPH
AC416 80 - - BPH - pMO BPH
AC434 60 6 pT2a PNx pMO Stage IIA
AC453 68 7 pT2c PNx pMO Stage IIB
AC459 53 7 pT2c PNx pMO Stage IIB
AC465 62 7 pT2c PNx pMO Stage IIB
AC483 63 7 pT2c PNx pMO Stage IIB
AC480 62 9 pT2a PNx pMO Stage 1IB
AC490 50 7 pT2c PNx pMO Stage IIB
AC495 69 7 pT2c PNx pMO Stage IIB
AC500 66 7 pT2c pNx pMO Stage IIB
AC391 69 7 pT2c - pMO Stage IIB
AC432 68 8 pT2c pPNx pMO Stage 1IB
AC438 57 6 pT2c PNx pMO Stage IIB
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Table S3. Clinical details of individual patients and healthy controls of the non-centrifuged (NCU)

urine validation cohort.

SampleID Age Gleason PSA Tumour (pT) Lymph nodes (pN) Metastasis (pM) Stage
ONK-003 74 6 8.6 cT2a pNO pMO Stage I
ONK-022 68 6 8.8 cTlc pNO pMO Stage I
ONK-029 59 6 3.7 cT2a pNO pMO Stage 1
ONK-040 60 6 5.4 cTle pNO pMO Stage I
ONK-052 77 6 9.97 cT2a pNO pMO Stage I
ONK-054 71 6 6.7 cTlc pNO pMO Stage I
ONK-059 65 6 2.72 cTlc pNO pMO Stage I
ONK-062 63 6 8.4 cTlc pNO pMO Stage I
ONK-063 74 6 6 cT2a pNO pMO Stage I
ONK-069 51 6 9.4 cT2a pNO pMO Stage I
ONK-071 70 6 6.57 cT2a pNO pMO Stage I
ONK-074 68 6 4.6 cT2a pNO pMO Stage I
ONK-075 75 6 10 cTlc pNO pMO Stage I
ONK-044 74 6 8.8 cT2a pNO pMO Stage I
ONK-067 71 6 7.7 cT2a pNO pMO Stage I
ONK-083 79 6 7 cTlc pNO pMO Stage I
ONK-025 68 6 6.56 cT2a pNO pMO Stage I
ONK-010 78 6 9.3 cT2a pNO pMO Stage I
ONK-002 73 6 8.45 cT2a pNO pMO Stage I
ONK-039 74 6 5.4 T2a pNO pMO Stage I
ONK-041 72 6 7.6 Tla pNO pMO Stage I
ONK-011 80 7 9.3 cTlc pNO pMO Stage IIA
ONK-013 78 7 5 cT2a pNO pMO Stage ITA
ONK-016 73 7 19.43 cT2a pNO pMO Stage IIA
ONK-017 75 6 6 T2b pNO pMO Stage IIA
ONK-024 63 6 7.14 cT2b pNO pMO Stage IIA
ONK-028 63 7 5.5 cT2b pNO pMO Stage IIA
ONK-037 71 6 19 cT2a pNO pMO Stage IIA
ONK-065 72 6 15 cT2a pNO pMO Stage ITIA
ONK-076 67 7 10 cT2a pNO pMO Stage IIA
ONK-082 63 7 8 cT2a pNO pMO Stage ITA
ONK-068 69 6 5.7 T2b pNO pMO Stage IIA

ONK-19-05 77 6 6.3 T2b pNO pMO Stage IIA
ONK-009 68 6 6 cT2c pNO pMO Stage IIB
ONK-027 64 6 22 cI2b pNO pMO Stage IIB
ONK-046 51 6 8.14 cT2c pNO pMO Stage IIB
ONK-061 62 7 X cT2c pNO pMO Stage IIB
ONK-084 72 7 6.35 cT2c pNO pMO Stage 1IB
ONK-004 63 4 2.8 cT2c pNO pMO Stage IIB
ONK-057 79 8 20.87 T2b pNO pMO Stage 1IB

ONK-19-04 78 8 3.9 T2c pNO pMO Stage IIB
ONK-006 68 7 16.48 cT3b pNO pMO Stage III
ONK-015 62 7 34 cT3b pNO pMO Stage III
ONK-019 62 8 87 cT3b pNO pMO Stage III
ONK-023 74 6 12.8 cT3a pNO pMO Stage III
ONK-026 68 8 6.8 cT3a pNO pMO Stage III
ONK-034 73 8 8.45 cT3b pNO pMO Stage III
ONK-035 72 8 16.29 cT3a pNO pMO Stage III
ONK-042 70 6 12.88 cT3a pNO pMO Stage III
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Table S4. Summary of NGS results from pooled RNA samples. *Average % of reads with Phred score

Pool Reads (10°) QC* Mapped (10°) (%)

BPH 11.6 81.7 7.07 (60.7)
LS PCa 113 89.8 8.49 (75.3)
HS PCa 12.7 81.8 6.48 (51.1)

Table S5. Top 50 most abundant transcripts by average read count normalized by transcript length.

BPH, benign prostate hyperplasia; LS, low stage (stage I and II); HS, high stage (stage III and IV).

BPH LS HS
AL161626.1 (rRNA_pseudogene 17) 1291565 277046 492569
CTD-2328D6.1 (RNA28S5) 585838 8833 815881
AC079949.1 (IncRNA) 447029 17369 476421
AC010970.2 (IncRNA) 75625 4125 81389
MT-ND5 52206 229273 28468
MT-NDé6 49973 179344 26499
MT-ND2 22924 110066 13266
MT-ND4 16137 134277 10725
MT-CYB 13321 108790 4884
ROCKI1P1 12991 4433 9493
RN7SL1 12078 1188 8756
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Table 6. Differentially expressed (P < 0.05) transcripts in BPH and LS samples. Genes depicted in

bold type are also present in the LS vs. HS list (Supplementary Table S6). Genes depicted in bold

type and underlined are also present in the BPH vs. HS list (Supplementary Table S5).

Genes BPH LS  Fold Change adj. P-value
MTNDIP23 350 11858 33.89 4.69E-04
EEF1A41P6 1575 76 -20.66 1.24E-03

PRRCI 97 1722 17.72 1.53E-03
(FTHI%) 1844 117 -15.81 1.61E-03
EFR34 136 1692 12.43 4.04E-03
EIF3F 136 1692 12.43 4.15E-03
MLIP 175 1844 10.54 4.34E-03
RPI11-96K19.4 233 2241 9.61 4.56E-03
CENPE 117 1463 12.55 4.77E-03
CBWD6 253 2362 9.35 4.80E-03
ANKRD36 253 2271 8.99 4.95E-03
CDK18 1147 76 -15.05 4.97E-03
SECISBP2L 97 1128 11.60 5.73E-03
STXBP5 97 1341 13.80 6.05E-03
FOXP2 253 2103 8.32 6.78E-03
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-7.81
8.40
7.14
8.18
8.62
8.29
5.56
-8.38
5.54
8.94
8.94
-6.18
8.78
-7.23
-8.16
-8.93
8.47
8.36
8.06
-8.42
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-6.63
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-5.53
-5.85
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2.89E-02
2.90E-02
2.91E-02
2.94E-02
2.94E-02
2.94E-02
2.94E-02
2.95E-02
2.95E-02
2.96E-02
2.98E-02
3.00E-02
3.02E-02
3.03E-02
3.03E-02
3.03E-02
3.04E-02
3.04E-02
3.04E-02
3.04E-02
3.05E-02
3.05E-02
3.07E-02
3.07E-02
3.07E-02
3.08E-02
3.09E-02
3.14E-02
3.14E-02
3.14E-02
3.15E-02
3.16E-02
3.17E-02
3.17E-02
3.19E-02
3.19E-02
3.19E-02
3.21E-02
3.22E-02
3.24E-02
3.24E-02
3.24E-02
3.24E-02
3.29E-02
3.30E-02
3.30E-02
3.30E-02
3.32E-02
3.33E-02
3.35E-02
3.35E-02
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RPI11-383H13.1

WDR43
ART3
ANKRD?29
UGP2
ANXA9
NTRKI
SPATA17
TDO2
RP6-42F4.1
ZBTB46

RPI11-347C12.2

GHDC
UFLI
ZNF844
RP11-15B24.5
TBCB
CYP4FI12
TAFSL
GRK1
RBI
ATG3
PCYT2
CDIPI
ULK]
ZBED3-AS1
WDR7
RAB3D
LICAM
PYGOI
PAPDS
MT-ND4L
TP53TG3D
RPL3P4
SLC1543
CUEDCI
RNF38
ACAP3
NEDD4
LACCI
FAM784
ZBTB21
C190rf25
SVIP
EMIDI
PRPF384
ZNF213
USP15
NCOA3
SMCHDI1
MTNDG6P9
RERGL
RFX6
RRN3PI
RIOK3
DUX4L3
NPTX]
LSM5
PTPLAD2
BLK
KDR
ATF3

97
136
97
117
97
641
661
97
117
136
758
117
447
117
739
117
505
544
97
914
253
97
428
914
1089
117
253
894
661
117
136
661
97
505
739
739
156
816
350
175
603
97
700
97
719
156
641
175
350
525
97
97
97
97
97
797
700
97
272
758
233
564

747
930
701
854
747
91
91
732
808
945
107
838
76
838
107
838
76
76
671
137
1417
655
76
137
183
777
1311
137
91
823
930
3018
701
76
107
107
975
122
1768
1128
91
701
107
655
107
960
91
1021
1738
2393
625
625
625
625
686
122
107
625
1448
122
1235
91

7.68
6.83
7.21
7.32
7.68
-7.01
-7.23
7.53
6.93
6.94
-7.11
7.19
-5.87
7.19
-6.92
7.19
-6.63
-7.14
6.90
-6.66
5.61
6.74
-5.61
-6.66
-5.95
6.66
5.19
-6.52
-7.23
7.06
6.83
4.57
7.21
-6.63
-6.92
-6.92
6.27
-6.70
5.05
6.45
-6.59
7.21
-6.56
6.74
-6.74
6.17
-7.01
5.84
4.97
4.56
6.43
6.43
6.43
6.43
7.06
-6.54
-6.56
6.43
5.32
-6.22
5.29
-6.16

3.35E-02
3.37E-02
3.38E-02
3.40E-02
3.40E-02
3.41E-02
3.42E-02
3.42E-02
3.45E-02
3.46E-02
3.50E-02
3.51E-02
3.52E-02
3.53E-02
3.54E-02
3.55E-02
3.55E-02
3.55E-02
3.56E-02
3.58E-02
3.61E-02
3.64E-02
3.65E-02
3.65E-02
3.67E-02
3.70E-02
3.72E-02
3.72E-02
3.72E-02
3.73E-02
3.74E-02
3.76E-02
3.76E-02
3.76E-02
3.77E-02
3.78E-02
3.80E-02
3.82E-02
3.83E-02
3.84E-02
3.85E-02
3.88E-02
3.88E-02
3.90E-02
3.92E-02
3.92E-02
3.96E-02
3.98E-02
4.01E-02
4.02E-02
4.03E-02
4.03E-02
4.03E-02
4.03E-02
4.09E-02
4.10E-02
4.10E-02
4.12E-02
4.13E-02
4.14E-02
4.14E-02
4.18E-02
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ASB14
KCNG2
TTLLY
CTD-2281E23.1
CYP2DSP
ADCY7
CCDC14
DECRI
FAF]
SH3GLB2
MBOAT?
WDRS5
KIFIS
SH3RF3
RNPEPLI
(BRPFI%)
PTCDI
CYHRI
ATP1341
AKRIAI
PRKCD
ABCCI3
GPRYS
FBRSLI
RMDN3
CORO2B
EHDI
AIBG
ACSL5
GUFI
TANC2
HAXI
TBCID31
FLNC
RP11-846F4.5
DNM1P47
ST6GALNACG
(UACA)*
SESN3
TCF25
PGBDS
COPBI
TXNDCI6
DCPS
TDRD7
ABCB4
CNPY4
NBEA
SEZ6
YMEILI
ZC3HCI
EARS2
RP11-115NI2.1
RCORI
LRPIB
RSPH9
DYRKIB
PHF5A
CD3G
LDLRAPI
FBXO44
TBXI

214
330
525
486
700
1089
272
97
97
544
214
855
156
700
700
3674
292
758
505
447
467
447
875
1147
680
505
836
272
136
97
525
505
136
1264
233
1302
622
991
156
680
544
156
156
505
156
330
253
253
486
156
117
564
97
117
408
350
233
233
136
739
447
739

1280
76
76
76
107
183

1433
686
686
91

1250
137
975
107
107
944
76
122
76
76
76

2012

3887

229
107
91
137
76
854
640

2317
76
838

259

1250

274
107
183
945
107
91
945
945
76
945

1494
76

1311
76
930
701
91
625
686

1783
76
76
76
808
122
76
122

5.99
-4.34
-6.89
-6.38
-6.56
-5.95
5.26
7.06
7.06
-5.95
5.84
-6.24
6.27

-6.56
-6.56
-3.95
-3.83
-6.22
-6.63
-5.87
-6.12
4.50
4.44
-5.10
-6.38
-5.53
-6.09
-3.57
6.27

6.59
4.41

-6.63
6.16
-4.88
5.36
-4.75
-5.83
-5.42
6.08

-6.38
-5.95
6.08

6.08

-6.63
6.08

4.52

-3.32
5.19
-6.38
5.98

6.01

-6.16
6.43

5.88

4.37

-4.59
-3.06
-3.06
5.94
-6.06
-5.87
-6.06

4.21E-02
4.21E-02
4.22E-02
4.23E-02
4.23E-02
4.23E-02
4.25E-02
4.26E-02
4.26E-02
4.31E-02
4.33E-02
4.34E-02
4.38E-02
4.38E-02
4.38E-02
4.40E-02
4.43E-02
4.45E-02
4.46E-02
4.51E-02
4.51E-02
4.52E-02
4.53E-02
4.53E-02
4.53E-02
4.55E-02
4.57E-02
4.57E-02
4.58E-02
4.59E-02
4.60E-02
4.61E-02
4.61E-02
4.63E-02
4.64E-02
4.67E-02
4.67E-02
4.70E-02
4.72E-02
4.72E-02
4.72E-02
4.74E-02
4.74E-02
4.74E-02
4.76E-02
4.76E-02
4.79E-02
4.79E-02
4.80E-02
4.81E-02
4.82E-02
4.82E-02
4.85E-02
4.85E-02
4.87E-02
4.90E-02
4.91E-02
4.91E-02
4.91E-02
4.94E-02
4.94E-02
4.96E-02
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ADCY9 1380 290 -4.77 4.99E-02
TMEM1844 739 122 -6.06 5.00E-02

Table S7. Differentially expressed (P<0.05) transcripts in BPH vs. HS samples. Genes depicted in
bold type and underlined are also present in the BPH vs. LS list (Supp. Table S4). Genes depicted in
red are also present in the LS vs. HS list (Supp. Table S6).

Genes BPH HS Fold Change adj. P-value
SECISBP2L 97 1325 13.63 3.17E-03
RPL37 136 1287 9.46 8.58E-03
RANBPI 97 1037 10.67 1.29E-02
AKAPS 97 999 10.27 1.45E-02
ZBED3-4S51 117 1056 9.06 1.48E-02
RPI3-279N23.2 117 1095 9.38 1.62E-02
SETSIP 175 1402 8.01 1.83E-02
HNRNPA3PI2 136 1056 7.76 2.09E-02
ZMATI 97 807 8.30 2.34E-02
PDZD7 816 96 -8.50 2.34E-02
CLICS 156 1133 7.29 2.50E-02
N6 816 96 -8.50 2.53E-02
COPSS5 97 826 8.50 2.54E-02
FAM84A4 97 807 8.30 2.73E-02
ADAMTS16 97 787 8.10 2.75E-02
(UACA)* 991 101 -7.49 2.76E-02
PRCD 1127 154 -7.34 2.81E-02
ANKRD27 1613 269 -6.00 2.87E-02
CTDSP2 991 134 -7.38 2.90E-02
METAP1 97 787 8.10 2.91E-02
NNT 758 96 -7.90 2.97E-02
SLC6A2 136 999 7.34 3.03E-02
PKLR 1089 154 -7.09 3.11E-02
PRDM11 855 115 -7.42 3.14E-02
RASGRP4 719 96 -7.49 3.18E-02
DENND2D 156 1075 6.92 3.31E-02
FAM1184 214 1210 5.66 3.38E-02
MTNDS5P11 603 2996 4.97 3.39E-02
TCEA3 816 115 -7.09 3.53E-02
Fll 97 730 7.51 3.58E-02
ZDHHCI17 117 826 7.08 3.59E-02
SAFB 719 96 -7.49 3.62E-02
PFKFB4 700 96 -7.29 3.70E-02
DECRI1 97 711 7.31 3.85E-02
FAM177A1 700 96 -7.29 3.90E-02
CHIA 797 115 -6.92 3.91E-02
ZNF45 117 807 6.92 3.92E-02
POLD4 622 96 0.15 4.04E-02
EEFIAIP6 1575 288 -5.47 4.05E-02
RP11-576122.2 97 672 6.92 4.15E-02
AP2A42 1069 173 -6.19 4.15E-02
DNTTIP2 641 96 -6.68 4.16E-02
POLRIC 136 864 6.35 4.20E-02
WDR7 253 1248 4.94 4.26E-02
SLAMF1 117 749 6.42 4.27E-02
LDLRAD3 758 115 -6.58 4.34E-02
PCDHACI 739 115 -6.41 4.35E-02
(BRPF1%) 3674 616 -5.96 4.41E-02
WDFY2 117 730 6.26 4.42E-02
NEFH 953 154 -6.20 4.44E-02
PLCH1 661 96 -6.88 4.46E-02
(BPH3)* 1903 96 -6.28 4.48E-02

CNTNAP3 641 96 -6.68 4.66E-02
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B3GNTLI
STX4
DICERI1
MMAA
NAMA
C220rf26
VIL1
NFRKB
DTL
TSPYL5

156
700
117
97
894
117
719
622
97
97

941
115
691
653
154
691
115
96
615
634

6.05
-6.07
593
6.72
-5.82
593
-6.24
-6.48
6.32
6.52

4.68E-02
4.68E-02
4.77E-02
4.77E-02
4.88E-02
4.89E-02
4.89E-02
4.91E-02
4.97E-02
5.00E-02
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Table S8. Differentially expressed (P<0.05) transcripts in HS vs. LS samples. Genes depicted in bold

type are also present in the BPH vs. LS list (Supp. Table 54). Genes depicted in red are also present
in the BPH vs. HS list (Supp. Table S5).

Genes LS HS  Fold Change adj. P-value
MTNDIP23 11858 422 -28.07 7.74E-04
HSD17B4 1875 96 -19.53 9.17E-04
MPP5 1859 96 -19.37 1.02E-03
MT-ATPS 10319 461 -22.39 1.18E-03
LCOR 1783 115 -15.48 1.90E-03
MT-ND4L 3018 269 -11.23 2.04E-03
ITGAV 1463 96 -15.24 3.16E-03
BAZIA 1463 96 -15.24 3.57E-03
ATADS 1738 134 -12.93 3.81E-03
SMARCA4 122 1440 11.81 4.04E-03
RBPJ 1357 96 -14.13 4.11E-03
PFKL 76 1133 14.87 4.12E-03
XKR4 1707 154 -11.11 4.19E-03
WDR35 1341 96 -13.97 4.39E-03
INTU 2561 288 -8.89 4.80E-03
MTNDS5P7 1448 115 -12.57 6.59E-03
ASB14 1280 96 -13.33 6.71E-03
EPB41L2 2210 269 -8.22 6.81E-03
TEXY9 1738 173 -10.05 6.85E-03
MYCBP2 2225 288 -7.73 8.31E-03
KIRREL 122 1210 9.92 8.34E-03
ASHIL 1509 154 -9.82 8.58E-03
CYB5R4 1448 134 -10.77 8.60E-03
FASN 107 1095 10.26 9.12E-03
CLUHP3 76 941 12.35 9.14E-03
PHLDB3 76 941 12.35 9.16E-03
SMCHDI1 2393 326 -7.33 9.35E-03
FAM1544 76 903 11.84 9.84E-03
IPOS 1463 154 -9.52 9.90E-03
KCTDI15 122 1191 9.76 1.00E-02
KTN1 2926 422 -6.93 1.01E-02
PHIP 2210 307 -7.19 1.02E-02
ERBB2IP 1494 154 -9.72 1.03E-02
APLPI 76 903 11.84 1.04E-02
NOTCHI1 76 903 11.84 1.04E-02
CBWD6 2362 326 -7.24 1.05E-02
FLT4 183 1440 7.87 1.06E-02
TMCOS5A4 1265 115 -10.98 1.07E-02
DNAJB?2 91 999 10.92 1.13E-02
TRAPPC2L 91 999 10.92 1.13E-02
DNM3 1265 134 -9.41 1.13E-02
PTCHD2 91 941 10.29 1.14E-02
CNTNS5 1174 115 -10.19 1.15E-02
PLEKHG7 1204 115 -10.45 1.19E-02
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ADAM32
PPFIA2
CNOT4
ANKRD36
NCDN
MLIP-AS1
SPTLC3
AP3BI
DNAJBI14
ZNF142
PBXIPI
SLC8AI
ORC4
PRDM1
SLC3843
ATP6APIL
AKAP6
LDLR
CDC144
SMAD4
TTC3
FEMIB
METTL14
ITGA4
STXBPS
SSX21P
TNS3
RGS3
MRPL45P2
ABCD3
CAPN14
SLC4143
KBTBD4
SYNJI
RANBPI
RMST
COLYA3
EXOC2
PPP6R2
FGFI2
MTNDG6PS
(OSBP)*
KIRREL3
UBE2W
ZNF469
ALPPL2
CCSER?2
PTBP3
SLC4341
RP11-435B5.5
LITDI
ZNF385D
TSNAXIPI
NYNRIN
LACCI
ATRNLI
ZNF219
WDR5S
MKKS
DDX55
(FTHI*)
TONSL

1936
1204
1143
3231
91
1143
1753
1143
1006
122
107
2317
1357
1174
91
975
1722
107
945
1082
2561
1311
1082
945
1341
930
259
244
899
899
91
122
76
1143
122
884
76
1036
107
1036
1036
585
198
1097
183
76
899
884
91
1890
1143
884
76
213
1128
1113
137
869
854
869
1844
91

269
115
115
499
941
115
230
115
96
1095
1037
365
154
134
903
96
250
903
96
115
422
154
115
96
154
96
1594
1555
96
96
845
1018
711
134
1037
96
730
115
922
115
115
96
1287
134
1287
691
96
96
826
307
134
96
711
1421
134
134
1075
96
96
96
11211
787

-7.20
-10.45
-9.92
-6.47
10.29
-9.92
-7.61
-9.92
-10.48
8.98
9.72
-6.35
-8.83
-8.73
9.87
-10.16
-6.90
8.46
-9.84
-9.39
-6.06
-8.53
-9.39
-9.84
-8.73
-9.68
6.15
6.38
-9.37
-9.37
9.24
8.35
9.32
-8.50
8.50
-9.21
9.58
-9.00
8.64
-9.00
-9.00
6.10
6.49
-8.16
7.03
9.07
-9.37
-9.21
9.03
-6.15
-8.50
-9.21
9.32
6.66
-8.39
-8.28
7.84
-9.05
-8.89
-9.05
6.08
8.61

1.21E-02
1.25E-02
1.27E-02
1.28E-02
1.33E-02
1.34E-02
1.38E-02
1.41E-02
1.42E-02
1.43E-02
1.44E-02
1.46E-02
1.48E-02
1.50E-02
1.51E-02
1.55E-02
1.56E-02
1.57E-02
1.63E-02
1.65E-02
1.65E-02
1.65E-02
1.69E-02
1.70E-02
1.70E-02
1.78E-02
1.78E-02
1.80E-02
1.83E-02
1.84E-02
1.86E-02
1.87E-02
1.89E-02
1.89E-02
1.90E-02
1.90E-02
1.91E-02
1.91E-02
1.92E-02
1.92E-02
1.93E-02
1.94E-02
1.94E-02
1.95E-02
1.95E-02
1.96E-02
1.96E-02
1.97E-02
1.99E-02
2.01E-02
2.03E-02
2.04E-02
2.05E-02
2.05E-02
2.12E-02
2.13E-02
2.15E-02
2.15E-02
2.16E-02
2.17E-02
2.18E-02
2.19E-02
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ZDHHCI3
PIDD
SPEG
LSGI
NNT
PLEKHH?
TDO2
ZNF529
SUSD2
SETSIP
PLCHI
MEDI2L
SEMA3A
SHOI
PKNI
WDR6
PXN
ADRBK1
MANBA
PGAP3
TGM2
USP33
PTPRN2
DCTN4
KPNAI
BIDI
ZNF862
HMCNI
EMIDI
EDC4
SAMD3
GCSAML
WRN
NCKAPI
VILI
CAMKIG
C1201f4
EDNRA
XPO4
MAN2B2
RP5-1112D6.8
CPNE9
PRSS]I
EXOC5
MAPIS
POLE3
POLRIC
SLC25422
LICAM
LHCGR
HNRNPK
IL7
PPHLNI
FBXWI2
CACNAIH
CHRNA9Y
TRIMI16L
RDHI3
KRT36
SLC2942
BMP6
RCORI

1448
107
427
823
838
854
808
854
107
198
838

1036

1783
823
107
107
137

76
1250
76
107

1143
122
930
930

76

274

2408
107

76

1036
793
1128

2362
884
122
777
777
899
213

76
107
107

1113

107
91
122
76
91

975

1204
747
1341

76
122
76
76
198
76
76
76
686

211
883
2362
96
96
96
96
96
883
1402
96
134
288
96
864
864
999
653
173
634
845
154
922
115
115
615
1575
461
826
653
134
96
154
461
115
903
96
96
115
1248
538
787
787
154
787
672
864
595
711
134
173
96
211
538
864
250
250
1229
499
595
269
96

-6.85
8.28
5.53

-8.57

-8.73

-8.89

-8.41

-8.89
8.28
7.07

-8.73

-7.71

-6.19

-8.57
8.10
8.10
7.28
8.57

-7.23
8.32
7.92

-7.44
7.56

-8.07

-8.07
8.06
5.74

-5.23
7.74
8.57

-7.71
-8.25
-7.34
-5.13
-7.67
7.40
-8.10
-8.10
-7.80
5.85
7.06
7.38
7.38
-7.24
7.38
7.35
7.09
7.81
7.77
-7.26
-6.97
-7.78
-6.35
7.06
7.09
3.28
3.28
6.20
6.55
7.81
3.53
-7.14

2.20E-02
2.20E-02
2.21E-02
2.25E-02
2.25E-02
2.26E-02
2.27E-02
2.27E-02
2.28E-02
2.32E-02
2.34E-02
2.39E-02
2.42E-02
2.43E-02
2.44E-02
2.44E-02
2.44E-02
2.47E-02
2.49E-02
2.49E-02
2.54E-02
2.56E-02
2.59E-02
2.60E-02
2.60E-02
2.63E-02
2.64E-02
2.65E-02
2.65E-02
2.66E-02
2.68E-02
2.76E-02
2.77E-02
2.77E-02
2.79E-02
2.81E-02
2.85E-02
2.85E-02
2.85E-02
2.85E-02
2.89E-02
2.90E-02
2.90E-02
2.90E-02
2.96E-02
3.01E-02
3.02E-02
3.03E-02
3.04E-02
3.05E-02
3.06E-02
3.07E-02
3.08E-02
3.09E-02
3.09E-02
3.12E-02
3.12E-02
3.12E-02
3.13E-02
3.15E-02
3.17E-02
3.20E-02
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AL592494.5
CTD-2587H19.1
SLC38411
STARD13-4S
RAN
MPDZ
PIGO
RP11-693J15.5
DAZAPI
RP6-42F4.1
PSME4
RPI11-324H6.5
SYCPI
KCNB?2
DEAFI
SLC37A42
AP3M1
PSMG3-AS1
CD3G
ATGY9B
YMEILI
GHc-362H12.3
TCF12
CYP2413
FGF17
LCESA
RP11-96K19.4
PICK]
USP5
MVP
ADD3
CTD-319515.5
ZNF394
RPI11-143M1.3
MYSM1
NCAM?2
RP11-286B14.1
DUSP22
MTCYBP3
PDCDI
PRPF4B
NOBOX
ZNF565
TRPC2
PRKRIR
COL18A1
RSRCI
VWA7
CHRACI
HSDI11IBIL
ASSI
NRID?
SMC5
FARI
ALOXI2B
ZNF682
NKTR
SYCP2
PTPNIS
ABCAS
CEP97
IFT81

76
76
716
76
716
2515
137
960
137
945
1326
91
1158
198
122
122
716
76
808
198
930
91
823
76
137
76
2241
91
183
107
1128
76
107
671
1341
716
655
229
793
91
1311
76
107
122
808
137
686
91
76
76
76
808
1006
793
76
701
2149
1097
899
1799
899
991

288
288
96
307
96
518
941
134
922
134
230
653
173
1191
845
807
96
595
115
1171
134
595
115
518
922
480
461
653
1133
749
173
442
711
96
230
96
96
1287
115
615
211
422
730
826
115
845
96
653
480
480
557
115
154
115
518
96
461
173
134
365
134
154

3.78
3.78
-7.46
4.03
-7.46
-4.85
6.86
-7.14
6.72
-7.03
-5.75
7.14
-6.70
6.01
6.93
6.61
-7.46
7.81
-7.01
591
-6.92
6.51
-7.14
6.80
6.72
6.30
-4.86
7.14
6.19
7.02
-6.53
5.80
6.66
-6.98
-5.82
-7.46
-6.83
5.63
-6.88
6.72
-6.21
5.54
6.84
6.77
-7.01
6.16
-7.14
7.14
6.30
6.30
7.31
-7.01
-6.55
-6.88
6.80
-7.30
-4.66
-6.35
-6.69
-4.93
-6.69
-6.45

3.21E-02
3.21E-02
3.21E-02
3.26E-02
3.26E-02
3.26E-02
3.27E-02
3.28E-02
3.31E-02
3.34E-02
3.36E-02
3.38E-02
3.38E-02
3.39E-02
3.40E-02
3.41E-02
3.42E-02
3.42E-02
3.43E-02
3.48E-02
3.49E-02
3.52E-02
3.53E-02
3.54E-02
3.54E-02
3.55E-02
3.55E-02
3.55E-02
3.55E-02
3.55E-02
3.56E-02
3.57E-02
3.57E-02
3.58E-02
3.59E-02
3.60E-02
3.60E-02
3.64E-02
3.67E-02
3.68E-02
3.69E-02
3.69E-02
3.69E-02
3.70E-02
3.72E-02
3.73E-02
3.75E-02
3.76E-02
3.76E-02
3.76E-02
3.79E-02
3.80E-02
3.81E-02
3.82E-02
3.88E-02
3.89E-02
3.90E-02
3.90E-02
3.91E-02
3.92E-02
3.92E-02
3.93E-02
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IREB?
KCNQI
ARID?2
PPPIRI6A
HOXC-AS3
ANKRDI18DP
RAB21
SUCO
CDCPI
NLEI1
SRBD1
GOLGA7B
PLCH?2
SLC25436
Clorfi31
FAMI177A1
R3HDM?2
PAN2
UBB
DCBLD2
EIF3F
FAM2254
THNSL?2
MATIA
MOBIB
COPB2
VLDLR
SPCS3
AGFGI
ESRPI
CNTRL
SLC26A46
LRRKI
CCDCS88B
CLCN2
RPI11-7M8.2
THBS?2
RPI11-174G6.5
NF1
GPRYS
PRSSS
1VL
CCDCI8
ZFYVEI6
TOX4
DPP9
SYNJ2
MAPKI2
CSorf64
CYorf153
TCTE3
TCEA3
PGLS
USP37
DHRS2
GTF3Cl
ZNF835
RP11-115D19.1
MITDI1
UGGT?
FAM274
SRSF'5

899
76
1296
122
76
625
1097
777
76
76
1082
91
76
777
107
686
1082
229
76
2088
1692
107
107
122
975
1311
777
777
960
716
2149
290
274
198
137
76
945
640
2454
3887
76
76
732
1158
960
274
335
107
655
701
76
747
76
1280
91
320
91
579
930
945
91
1036

134
480
230
807
499
96
173
115
518
557
173
615
557
115
653
96
173
1191
346
461
326
711
711
787
154
250
115
115
154
115
480
1459
1325
1114
845
442
154
96
557
864
538
307
115
211
154
1325
1613
691
96
115
288
115
499
250
595
1479
518
96
154
154
595
173

-6.69
6.30
-5.62
6.61
6.55
-6.51
-6.35
-6.75
6.80
7.31
-6.26
6.72
7.31
-6.75
6.12
-7.14
-6.26
5.21
4.54
-4.53
-5.18
6.66
6.66
6.46
-6.35
-5.25
-6.75
-6.75
-6.25
-6.22
-4.48
5.04
4.83
5.62
6.16
5.80
-6.15
-6.67
-4.41
-4.50
7.06
4.03
-6.35
-5.48
-6.25
4.83
4.81
6.48
-6.83
-6.09
3.78
-6.48
6.55
-5.13
6.51
4.62
5.67
-6.03
-6.05
-6.15
6.51
-6.00

3.93E-02
3.94E-02
3.95E-02
3.95E-02
3.96E-02
3.97E-02
3.99E-02
4.03E-02
4.05E-02
4.07E-02
4.10E-02
4.11E-02
4.11E-02
4.11E-02
4.11E-02
4.12E-02
4.13E-02
4.15E-02
4.15E-02
4.17E-02
4.17E-02
4.19E-02
4.19E-02
4.20E-02
4.22E-02
4.22E-02
4.23E-02
4.24E-02
4.26E-02
4.28E-02
4.29E-02
4.29E-02
4.30E-02
4.30E-02
4.31E-02
4.31E-02
4.31E-02
4.32E-02
4.33E-02
4.35E-02
4.37E-02
4.37E-02
4.39E-02
4.40E-02
4.41E-02
4.42E-02
4.43E-02
4.44E-02
4.45E-02
4.48E-02
4.50E-02
4.50E-02
4.50E-02
4.51E-02
4.55E-02
4.56E-02
4.58E-02
4.58E-02
4.59E-02
4.60E-02
4.61E-02
4.63E-02
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RPI1-99J16 A2 76 269 3.53 4.66E-02
RPI-18D14.7 107 653 6.12 4.66E-02
COL11AI 1280 250 -5.13 4.66E-02
UVRAG 640 96 -6.67 4.67E-02
MFSD2B 244 1267 5.20 4.68E-02
PARVG 198 999 5.04 4.71E-02
ADAMI1 107 672 6.30 4.71E-02
NUCB? 1021 173 591 4.73E-02
CSK 91 595 6.51 4.74E-02
RPII-17M15.2 76 365 4.79 4.76E-02
RP11-214L19.1 76 365 4.79 4.76E-02
Cdorf29 732 115 -6.35 4.76E-02
DGKH 1997 461 -4.33 4.77E-02
TEKTS 107 653 6.12 4.78E-02
ABI3BP 1951 442 442 4.78E-02
CAPS2 1021 173 591 4.80E-02
SSBP2 1021 173 591 4.80E-02
HMGCLLI 930 154 -6.05 4.80E-02
ZNF66 625 96 -6.51 4.80E-02
NEKS 76 518 6.80 4.81E-02
MMPI1 107 672 6.30 4.83E-02
GBAPI 76 480 6.30 4.83E-02
EML4 1021 173 591 4.84E-02
HHLA2 1021 173 591 4.84E-02
PAPD4 1280 230 -5.56 4.84E-02
CTD-2587H24.5 107 634 5.94 4.84E-02
CDHI?2 1235 230 -5.36 4.87E-02
C220rf26 122 691 5.67 4.87E-02
RPI-225E12.2 823 134 -6.12 4.88E-02
TIAI 823 134 -6.12 4.88E-02
DSCAMLI 183 941 5.14 4.89E-02
RP4-79IM13.4 579 96 -6.03 4.89E-02
FCNI 76 250 3.28 4.90E-02
NCR2 107 595 5.58 4.91E-02
GBA 107 634 5.94 4.92E-02
SUCLG2 594 96 -6.19 4.92E-02
PPPG6RI 137 807 5.88 4.92E-02
SIGLECS 198 1095 5.52 4.92E-02
VIPRI-ASI 76 480 6.30 4.93E-02
AKAPY 3033 711 427 4.96E-02
NAALAD? 899 154 -5.85 4.96E-02
FLOTI 122 711 5.83 4.97E-02
VPS9DI1 122 711 5.83 4.97E-02
PIASI 549 96 571 4.97E-02
PKDI 351 1517 433 4.97E-02
CENPV 76 346 4.54 4.98E-02
NOX3 76 346 4.54 4.98E-02
ADAM33 76 499 6.55 4.99E-02
C190rf44 76 461 6.05 5.00E-02
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Table S9. Statistically significant pathways for differentially expressed transcripts in BPH and LS

samples (n=327).

-log(p-value)

Aldosterone signaling in epithelial cells

Protein Ubiquitination Pathway

Glioma signaling

iCOS signaling in T helper cells
Antiproliferative role of TOB in T cell signaling
PI3K signaling in B lymphocytes
Neuregulin signaling
Ceramide biosynthesis

9.94 x 10
3.35 x 107
2.8 %103
8.52 x 103
47 %103
2.27 x 102
3.14 x 102
4.12 x 102
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Serotonin and melatonin biosynthesis 4.2 %1072

Glycogen biosynthesis 4.2 %1072

Role of OCT4 in mammalian embryonic stem cell pluripotency ~ 4.26 x 1072
Tryptophan degradation 4.89 x 102

Table S10. Statistically significant pathways for differentially expressed transcripts in BPH and HS
samples (1 = 63).

-log(p-value)
NER pathway 2.71 x 1072
Assembly of RNA I polymerase complex 2.94 x 102
NAD phosphorylation and dephosphorylation ~ 3.14 x 102
RAN signaling 4.15 % 1072

Table S11. Statistically significant pathways for differentially expressed transcripts in LS and HS
samples (1 = 341).

-log(p-value)

RAN Signaling 1.42 x 1073
Clathrin-mediated Endocytosis Signaling 4.87 %1073
Sumoylation Pathway 1.28 x 1072

Axonal Guidance Signaling 1.52 x 107

Paxillin Signaling 1.66 x 102
Caveolar-mediated Endocytosis Signaling 1.69 x 102
D-myo-inositol (1,4,5)-trisphosphate Degradation 2.15 x 102
D-myo-inositol Hexakisphosphate Biosynthesis 11 2.39 x 102
D-myo-inositol (1,3,4)-trisphosphate Biosynthesis 2.39 x 1072
Palmitate Biosynthesis I (Animals) 2.67 x 102

Fatty Acid Biosynthesis Initiation IT 2.67 x 102
Protein Ubiquitination Pathway 3.2 x 107
Tryptophan Degradation III (Eukaryotic) 3.29 x 102
D-myo-inositol (1,4,5)-trisphosphate Metabolism 3.79 x 1072
S-adenosyl-L-methionine Biosynthesis 3.98 x 1072
4-aminobutyrate Degradation I 3.98 x 102

Hepatic Fibrosis / Hepatic Stellate Cell Activation 4.03 x 1072
Apelin Cardiomyocyte Signaling Pathway 4.61 x 1072
Apelin Liver Signaling Pathway 4.74 x 1072

RAR Activation 4.77 x 102

Regulation of the Epithelial-Mesenchymal Transition Pathway 4.77 x 102

Table S12. Sequences used for Tagman probe design.

OSBP (Chr 11:59,337,733-59,387,385 (NM_02556.3)), exon sequence 2171 to 2391:
CATCCTCTGTGGCTTTCATAGCTTCCGCTTCTCTCTTCTTTCTGGAAAGTCTTTGTTTTTCCTCCAGGCGC
TGCTTCTCCGCATTTGCTTCATCCCAGCGTCCATTTTCCATAGTCTCTGGTCAGGTCGTAACCGGCTGTC
TGTGGGGGCAGTGCCACTTTCCCAACATTGAGAGTCAGAGCAAGCTCTGAGAAGTAGTACATGTTTTC
TGCATTCTTC

PHC3 (Chr 3:169,795,957 - 169,908,936 (NM_024947.4)), exon sequence 938 to 1182:

CTGAATCGGTGAACAATGCTGTGACTGGGCATTACTGGGAGCTGGAGGAAGGCCATGGTTCTGGAGTG
GTATACAGTGCTGGGATGGGGGTGGGTCTTGAGTTGAATTCTGAAGTGTGATTGGCTGAATTTGCTGTIT
GCTGCTGTTGTAATATCAGCTGATGATGGGAAACTTTGGAAGGTGGTGAATGAAGAGGAATCTGCTGA
TGTTTTATTAGAGAATGAGGCTGAATTGGAGAATATGAAG

UACA (Chr 15:70,935,992 - 71,066,798 (NM_018003.4), exon sequence 1642 to 2090:
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CTTTCTCATTCACTTCATTTGATAATGAGCTCTTCATGTTITTCAAATTTTTCAGCTGGAATGGAAAGGGC
CAACTTCGCTGACAATTCTTTTGCCTGGCCTTCCATCTCTGTGACCTTTCTTCCTTTCTTCTCTCGCTCCA
TTTCACACATACTAAGTTCCTTCTGTAATCGCTTATTTTCTTCTATCAGCTTGCCTTCATCCCTCTTAAAC
TCTTCTACTATCATCTCATTTITGTTTGATTTGGTTTCTTAATTTCCCCACTTCTGCTGAAGCACCTTCATAT
TTTACTTTCAAGTCTTTCAACTGATCCTTCAGTTCCTCGGTTAGTCTGTGATTCCCTGAGGCTGCTTCACT
TGTTAAGTGTTCTTTAAGGGCAAGAAAATGGGTCTGCATTTGTTTAACTTTACCTTCTGACTCATACATC
CTCTTCTGCACATCTTTTAATGCACATCCTCTGTGGCTTTCATAGCTTCCGCTTCTCTCTTCTTTCTGGAA
AGTCTTTGTTTTTCCTCCAGGCGCTGCTTCTCCGCATTTGCTTCATCCCAGCGTCCATTTTCCATCAGTCT
CTGGTCAGGTCGTAACCGGCTGTCTGTGGGGGCAGTGCCACTTTCCCAAGCATTGAGAGTCAGAGCAA
GCTCTGAGAAGTAGTACATGTTTTCTGCATTCTTC

BRPF1 (Chr 3:9,771,791 - 9,791,327 (NM_001003694.2)), exon sequence 1014 to 1973:

GTACATCGAGAAGTCTGCAGAGGAGCTGGACGAGGAAGTAGAGTATGACATGGACGAGGAGGACTA
CATCTGGCTGGATATCATGAATGAGCGTCGGAAGACAGAGGGTGTAAGTCCCATCCCGCAGGAGATC
TTTGAGTACCTAATGGACCGACTGGAGAAGGAGTCGTACTTTGAGAGTCATAATAAAGGCGACCCTA
ATGCGCTAGTGGACGAGGATGCTGTTTGCTGTATCTGCAATGATGGTGAGTGCCAGAACAGCAATGTC
ACCTCTTCTGTGACATGTGCAACCTGGCCGTGCACCAGGAGTGCTACGGTGTCCCCTATATCCCTGAGG
GCCAGTGGCTGTGCCGCCGTTGCCTGCAGTCACCCTCTCGTGCTGTGGATTGTGCCCTGTGCCCCAACA
AGGGCGGTGCCTTCAAGCAGACAGATGACGGGCGCTGGGCCCATGTGGTGTGTGCCTTGTGGATCCCT
GAGGTCTGCTTCGCCAACACGGTCTTCCTAGAGCCTATTGACAGCATTGAGCACATCCCACCAGCTCG
CTGGAAGCTCACCTGCTACATTTGCAAACAACGGGGCTCAGGGGCCTGCATCCAGGCCACAAGGCCA
ACTGTTACACAGCTTTCCATGTGACATGCGCCCAGCAGGCTGGCCTTTACATGAAGATGGAGCCTGTG
CGGGAGACAGGCGCCAACGGCACCTCTTTCAGTGTCCGCAAGACAGCCTACTGCGACATCCACACGC
CTCCAGGTTCAGCACGCCGACTGCCTGCCCTGTCCCACAGCGAGGGTGAGGAGGATGAAGATGAGGA
GGAGGATGAGGGTAAGGGCTGGAGCTCAGAGAAAGTCAAGAAGGCCAAGGCCAAGTCCCGGATCAA
AATGAAGAAGGCACGGAAGATCCTGGCAGAGAAGCGGGCAGCAGCACCTGTGGTGTCAGTGCCCTG
CATCCCACCACACAG

FTH1 (Chr 11:61,731,419 - 61,735,470 (AC004228.2)), exon sequence 188806 to 189645:
TCAATCTTTGAGGCTGCAGGCAGGCACCCATCTCCCCATTTCACAGGCAGGGAAACTGAGGTCCAGAG
AGAGGGAGAGATTCCTCCAAGTCATCAGGCACATACAAGGTCCTGCCTGGGATGATCTTTCTGTGGGA
CTTCTTCTGTCCCTGGTGACCAGGTGTCCCTGTTGGCTGTGGATGAGATGCACCAGGACCTGCCTCGGA
TGGAGCCGGACATGTACTGGAATAAGCCCGAGCCACAGCCCCCCTACACAGCTGCTTCCGCCCAGTTC
CGTCGAGCCTCCTTTATGGGCTCCACCTTCAACATCAGGTGTGGCCAGAGCCAGGGGGCTGGGTGGGA
AGCCCCTCCTAGTGCAGGGGTCTGCCTAGGAACTTAGAATAGCACTAGTTAATGCATACAGGTTGCTIT
CAGTAAGTGTCAGGCACTGTACTATGCTCTTTATAAACATTAACTATTTTTTTCCTCCCAATAATTCTGG
TTTGTTATCCCAAGTTTTCAGATAATTAAAGTACAGGTTCAGAGAGAGTAAGTTGTCCAAGGCCACAT
AGCTACCAAATGGTGCATTTGCTACTCGAAGGACAGCCTGTGATCAGTGATGCAGTGGAACGTTAGGA
CCTGGCTCTTGTCATCCAGAACTATGTTTTCTTTTCTTITTGAGACAGTATCTCGCTCTGTCGCCCAGGTT
GGAGCGCAGTGGCGTGATCTTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTCCTGCTTC
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AGCCTCCCCAGTAGCTGGGATTACAGGTGCCCACAACCACAACTGGCTAATTTTTGTACTTTITAGTAGA
GATGAGGTTTCACCAT
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Figure S1. Differentially expressed genes in LS vs. HS (top) and BPH vs. LS (bottom) in the context
of the protein ubquitination pathway. Differentially expressed genes are depicted in pink. .
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Figure S2. Expression levels of selected genes in non-centrifuged urine samples (NCU), classified according to the Gleason score. Expression levels were compared using
the Mann-Whitney independent #-test (* p< 0.05).
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Figure S3. Expression levels of selected genes in centrifuged urine samples (CU), classified according to the Gleason score. Expression levels were compared using the
Mann-Whitney independent t-test (*p<0.05).



