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Figure S1. Feature selection and correlation of features. A. Feature selection based on MeanDecreaseGini.
From the highest, two values were selected. B. The correlation plot for nine CIPS signatures. The two
selected features (red), IL-6 induced P-STAT3 on CD8+ T (Tc) and IL-10 induced P-STAT3 on CD4+ T (Th),
showed no correlation, indicating that the two features are independent to each other.
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