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Figure S1. Cell cluster identified with label-independent system. Representative images of cell cluster 
identified by using the label-independent Parsortix system and immunocytochemistry staining with 
DAPI, anti-pankeratin (AE1/AE3 and C11) and anti-CD45. 
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Figure S2. Establishing immunocytochemisty for PD-L1 expression by CTCs. (A) PD-L1 RNA transcript 
level adjusted for GAPDH expression were analyzed from different human cells lines with SyBr green 
qRT-PCR using primer AGTCAATGCCCCATACAACAAA and TGATGGTCACTGCTTGTCCAG for 
PD-L1. (B) PD-L1 protein level in different human cancer cell lines using anti-PD-L1 (E1L3N). (C) 
Immunocytochemistry staining with DAPI, anti-pankeratin (AE1/AE3 and C11), anti-CD45 and anti-PD-
L1 (D8T4X) of H1965 and MCF7 cells spiked in mononucleated cells separated by Ficoll gradient from 
healthy individuals. 
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