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Supplemental Fig. 1

Suppl. Fig. 1. Characterization of tM SC surface markers.
The isolated tM SCs were subjected to flow cytometry analysis to assess the expression of surface markers. The isolated

tM SCs expressed the M SC-specific markers (CD29, CD44, CD90, CD105, and CD166), but not the endothelial and
hematopoietic cell markers (CD31, CD34, and CD45).
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Supplemental Table 1. List of antibodies.

Name Host species Company Catalog NO. Application

FLAG Mouse mAb Sigma F3165 wB

SMARCA4 Rabbit mAb Cell Signaling #49360 wB

SNF5 Mouse mAb Abcam abh58209 wB

SOCS1 Rabbit mAb Cell Signaling #3950 wB

GAPDH Rabbit mAb Cell Signaling #5174 wB
Supplemental Table 2. List of quantitative real-time PCR primers.

Name Forward (5 to 3') Reverse (5’ to 3') ™m (C)
hsa-miR-155-5p CGCAGTTAATGCTAATCGTGATAG GGTCCAGTTTTTTTTTTTTTTTAACC 62.3
hsa-miR-181c-5p GAACATTCAACCTGTCGGT GGTCCAGTTTTTTTTTTTTTTTACTCA 57.6
hsa-miR-564 CAGAGGCACGGTGTCA AGTTTTTTTTTTTTTTTGCCTGCT 57.8
SMARCA4 TACAAGGACAGCAGCAGTGG TAGTACTCGGGCAGCTCCTT 60.0
Supplemental Table 3. List of sShRNA target sequences

Name Target sequence Target gene

shSMARCA4 5-GTGCGACATGTCTGCGCTG-3 Human SMARCAA4 gene

shScr 5-CAGTTACTAGACGCGATCG-3 Scrambled shRNA sequence as a control
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