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Figure S1. Functional enrichment analysis of miRNAs associated with age and Lynch syndrome. Bar
plot of statistically significant GO terms. The three GO categories are divided: BP (Biological process)
in red, CC (Cellular component) in green, MF (Molecular function) in blue.
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Figure S2. Functional enrichment analysis of miRNAs associated with biopsy histopathological
features. Bar plot of statistically significant GO terms. The three GO categories are divided: BP
(Biological process) in red, CC (Cellular component) in green, MF (Molecular function) in blue.
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Figure S3. Functional enrichment analysis of miRNAs associated with tumor invasion and
progression. Bar plot of statistically significant GO terms. The three GO categories are divided: BP
(Biological process) in red, CC (Cellular component) in green, MF (Molecular function) in blue.
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