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Figure S1. Metaphases depicting copy number of hTERT (red) in L428 (higher TA) and L1236 (lower
TA) cells (63x magnification). hTERT (5p15) copy number and control EGR1/CDC25C (5q31) are

presented.
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Figure S2. Metaphases depicting copy number of PML (red) in L428 and L1236 cells (63x
magnification). PML (15q22) copy number and the number of chromosome 15 are presented.
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Figure S3. Positive control of hTERT and PML expression in fibroblast derived from cancer patient
showing the cytoplasmic signal of hTERT and nuclear signal from PML bodies (40x magnification).
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Figure S4. Three prognostic groups of ALT profile with high, intermediate, low or negative APBs
detected using PLA assay, were assessed (40x magnification).
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