Table S1. Transcriptome sequencing statistics.
	Statistic
	M. l. carvalhoi
	Micrurus l. lemniscatus
	M. s. spixii
	M. corallinus
	M. paraensis
	M. surinamensis

	Number of contigs
	134,807
	265,717
	196,839
	182,032
	139,609
	132,788

	Sum of contig length (Mbp)
	70
	150
	109
	98
	70
	73

	Maximum contig length (bp)
	12,977
	42,751
	11,326
	23,238
	11,367
	15,233

	Mean contig length (bp)
	505.122
	559.03
	542.045
	531.407
	494.262
	540.241

	N50 contig length (bp)
	1,275
	1,511
	1,496
	1,293
	1,191
	1,470

	# contigs ≥ 1,000 bp
	14,261
	30,935
	22,434
	20,124
	14,299
	15,894

	# contigs ≥ 5,000 bp
	214
	1,215
	710
	336
	128
	392

	% reads assembled
	95.73
	87.68
	94.53
	94.44
	96.06
	94.72
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