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Figure S1. Quantile-quantile (Q-Q) plots of estimated -logl0 (P). Q-Q plots for the marker-trait
association analysis for the AA and RAI score were generated using the GLM + Q method. The black
line is the expected line under a null distribution. The observed P values for the AA and RAI score
are represented by the indicated colours.
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R squared
853576432 1.00
853576462 0.90
853661874 080
853661879
853661884 0.70
853662035 0.60
853662246 0.50
853662200
853662375 0.40
853662423 0.30
853662513 020
853662555
853662564 0.10
853662567 0.00
853662702
853662780 P value
853662864 001
853662867
853662003
853662960
853663026 <0.01
853663074
853663089
853760699
853760996 <0.001
853793857
853793893
853793918
853794150 <0.0001
853704177

Figure S2. Linkage disequilibrium (LD) analysis using the 72 correlation between each marker within
the association hot spots. Solid black lines represent the LD blocks.
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Figure S3. The association between chr8.5_3662578 marker allele polymorphisms and the AA and
RAI score. Box plots for the AA (first two columns), RAI13 score (middle two columns) and RAI14
score (last two columns) in A-type and G-type maize inbred lines. The AA and RAI score of the
G-type accessions were significantly higher than those of the A-type accessions (t-test: p =7.73 x 10719,
1.65 x 102, and 2.97 x 10~% for AA, RAI13 score and RAI14 score, respectively).



