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Figure S1. MALDI-TOF mass spectra of CTX1, SEM-CTX1, CTX3, and SEM-CTX3.
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Figure S2. MS/MS analyses for amino acid sequence of semicarbazide-modified peptides derived from the
hyrolysates of tryptic RCM-SEM-cariotoxin 1 (CTX1). Peaks 1, 2, and 3 were separated from the hyrolysates
of tryptic RCM-SEM-CTX1 (Figure 4). Amino acid sequences of peaks 1, 2, and 3 were determined using
NanoUPLC-MS/MS analyses as described in the Materials and Methods section.



