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Figure S1. Superimposition of fractions obtained from gel filtration analyses and molecular weight markers

(red chromatogram, A: Thyroglobulin 670 kDa, B: y-globulin 158 kDa, C: Ovalbumin 44 kDa, D: Myoglobin
17 kDa, E: Vitamin B12 1.35 kDa).
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Figure S2. MS/MS spectrum of [M+2H]?* at m/z = 753.39 assigned to peptide AA 59-72 of W. anomalus -
glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation

[http://www.matrix science.com/help/fragmentation_help.html].
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Figure S3. MS/MS spectrum of [M+2H]** at m/z = 1088.02 assigned to peptide AA 73-95 of W. anomalus
glucanase. Ion series y and b were labeled according to Matrix Science —Peptide Fragmentation
[http://www.matrix science.com/help/fragmentation_help.html].
& $
c ﬁ D A | ﬁ; P ﬂ/ \J G ﬁJ Mﬂ; VK AAGGR
S &
N @& < _
o0
=
100 — + -
] = [
] 2 -
4 - - 2,004
80 — 1 :
;
-4 ; =
. L=l _
3 E < — 1.5e+4
3 60— i B o
{s N o + - 3
g ] = 5 g i 2
@ T = = - s
2 T . i = - . - 1062 @
o 40— . o £ = 3
*= 4 % o LC"L |-
] > C
20 __ [— 5.0e+3
o : h 11 bl : i 'l lll . : : : : : T oo
200 Aoo 500 800 1000 observed
m/z

Figure S4. MS/MS spectrum of [M+2H]?* at m/z = 987.02 assigned to peptide AA 148-169 of W. anomalus -
glucanase. Ion series y and b were labeled according to Matrix Science —Peptide Fragmentation
[http://www.matrix science.com/help/fragmentation_help.html].
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[http://www.matrix science.com/help/fragmentation_help.html].

O

&

|
¥(2)
b(8)*
b(12)*
b(14)**

0 I T

200 400 600

=l
-
=
— 15e+4
i 5
=)
= [— 1.0e+4
> _—
+ - o
= 3
= i 2
kS - 3
o
: EL
[— 5.0e+3
|||| I IL [ ”:Il. T . r r T 0.0e+0
600 800 1000 observed
m/z
Figure S5. MS/MS spectrum of [M+2H]?* at m/z = 637.83 assigned to peptide AA 433-445 of W. anomalus [3-
glucanase. Ion series y and b were labeled according to Matrix Science —Peptide Fragmentation
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Figure S6. MS/MS spectrum of [M+2H]?* at m/z = 1456.16 assigned to peptide AA 453483 of W. anomalus -
glucanase. Ion series y and b were labeled according to Matrix Science —Peptide Fragmentation

[http://www.matrix science.com/help/fragmentation_help.html].
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Legend of secondary structure icons:

aa H Alpha-Helix Cor" " Coil
E Extended Configuration (Beta-sheet) AMe G 3-10 Helix
B Isolated Beta Bridge

p= b Isolated Beta Bridge (Type 3 Fig 4 cd)

Figure S7. Prediction of W. anomalus KT secondary structure.



