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Figure S1. Superimposition of fractions obtained from gel filtration analyses and molecular weight markers 

(red chromatogram, A: Thyroglobulin 670 kDa, B: γ-globulin 158 kDa, C: Ovalbumin 44 kDa, D: Myoglobin 

17 kDa, E: Vitamin B12 1.35 kDa). 
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Figure S2. MS/MS spectrum of [M+2H]2+ at m/z = 753.39 assigned to peptide AA 59–72 of W. anomalus β-

glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation 

[http://www.matrix science.com/help/fragmentation_help.html]. 

 

Figure S3. MS/MS spectrum of [M+2H]2+ at m/z = 1088.02 assigned to peptide AA 73–95 of W. anomalus β-

glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation 

[http://www.matrix science.com/help/fragmentation_help.html]. 

 

Figure S4. MS/MS spectrum of [M+2H]2+ at m/z = 987.02 assigned to peptide AA 148–169 of W. anomalus β-

glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation 

[http://www.matrix science.com/help/fragmentation_help.html]. 
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Figure S5. MS/MS spectrum of [M+2H]2+ at m/z = 637.83 assigned to peptide AA 433–445 of W. anomalus β-

glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation 

[http://www.matrix science.com/help/fragmentation_help.html]. 

 

Figure S6. MS/MS spectrum of [M+2H]2+ at m/z = 1456.16 assigned to peptide AA 453–483 of W. anomalus β-

glucanase. Ion series y and b were labeled according to Matrix Science—Peptide Fragmentation 

[http://www.matrix science.com/help/fragmentation_help.html]. 
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Figure S7. Prediction of W. anomalus KT secondary structure. 


