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Abstract: Constipation is common in children and can significantly affect quality of life. Prebiotics
are reportedly helpful for constipation in adults, but few studies have examined their use in young
children. In this study, the effect of 1-kestose (kestose), which has excellent bifidobacterial growth
properties, on constipation in kindergarten children (n = 11) was compared with that of maltose (n = 12)
in a randomized, double-blind study. Three grams of kestose per day for 8 weeks did not affect stool
properties, but significantly increased the number of defecations per week (Median; 3→ 4 times/week,
p = 0.017, effect size = 0.53). A significant decrease in Intestinibacter, a trend toward increased
bifidobacteria, and a trend toward decreased Clostridium sensu stricto were observed after kestose
ingestion, while concentrations of short-chain fatty acids in stools were unchanged.

Keywords: constipation; prebiotic; 1-kestose; Intestinibacter; gut microbiota; short-chain fatty acid

1. Introduction

Many children experience chronic constipation, including mild cases. Constipation
in children is primarily attributed to diet, incorrect defecation habits, and lifestyle factors.
Without appropriate treatment, a vicious cycle of constipation may develop and persist into
adulthood [1]. The standard treatment for constipation is long-term laxative therapy with
lifestyle modification. However, patients with relatively mild pathology do not require
medical attention or medication, and there is no established treatment for these patients.
One option other than pharmacotherapy is to improve the intestinal microbiota [2].

Probiotics are often used to improve the intestinal microbiota [3]. Compared with
probiotics, prebiotics have the advantages of acting on the bacterial flora originally present
in the host, being effective against a wider range of bacteria, and being easier to take.
Several reports have shown that prebiotics improve constipation in adults [4]. On the
other hand, few studies have examined the effect of prebiotics on defecation habits in
children. A 6-week study of inulin in 2- to 5-year-old children with constipation [5] and a
4-week study of a dietary fiber mixture in 4- to 12-year-old children [6] mainly evaluated
clinical parameters such as improvements in stool characteristics and frequency of bowel
movements, but did not study the actual gut microbiota.

1-Kestose (kestose) is a fructooligosaccharide (Supplemental Figure S1), a type of
prebiotic material, and is known to have a higher growth potential for beneficial intestinal
bacteria such as bifidobacteria, lactic acid bacteria, and butyrate-producing bacteria in vitro
compared with other prebiotics [7–9]. The present study was designed to evaluate the
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clinical efficacy of kestose on improving bowel movements in kindergarten children in
relation to intestinal microbiota and metabolites.

2. Materials and Methods
2.1. Clinical Study Design

We conducted a randomized, double-blind, placebo-controlled study of children
attending one of two kindergartens in Chiba City from September 2021 to December 2021.
The kindergartners themselves and their parents were asked about their willingness to
participate in the study, and those who expressed a willingness to participate were asked
to complete a preliminary survey. In the pre-survey, participants record their bowel
movements for one week. Inclusion criteria were kindergartners who reported defecation
on ≤4 days per week in the pre-survey. Exclusion criteria were (1) those with a chronic
disease or a history of serious disease, (2) those with allergies to the study foods, and
(3) those who planned to start or finish taking prebiotic or probiotic preparations or foods
during the study period. Eligible subjects were randomly assigned to either a kestose
or a maltose group. The allocation factor was facility (per kindergarten), with stratified
randomization and assignment to two groups. The allocation was performed by a different
person than the one conducting the study and data analysis. Because this was a pilot study
to estimate the effect of kestose on constipated infants, no effect size was obtained a priori.
Therefore, the number of cases was designed based on feasibility.

Participants consumed 3 g of kestose (Kestose 95; B Food Science Co., Aichi, Japan) or
3 g of maltose (Sunmalt; Hayashibara Co., Okayama, Japan) once a day for 8 weeks. Maltose
was chosen as a placebo with no significant effect on the gut microbiota. Daily defecation
was recorded for 16 weeks, and the frequency of defecation, volume of defecation, fecal
characteristics, and color of feces were investigated. Defecation volume was visually
assessed as the approximate equivalent of the number of chicken eggs (ranging from 1/4 to
10 eggs). Stool characteristics were rated on a 7-point Bristol scale [10]. The color of stools
was evaluated on a 6-point scale according to color intensity.

Stool samples were also collected from participants on the start date and after 8 weeks
and 16 weeks of test-food consumption. Samples were temporarily stored at −20 ◦C, then
at −80 ◦C until used for analysis.

The test schedule is shown in Supplemental Figure S2.

2.2. Ethical Considerations

This study was conducted in accordance with the Declaration of Helsinki for experi-
ments involving human participants. This study was approved by the ethics committee
of the Graduate School of Medicine at Chiba University (approval no. #4027) and regis-
tered in UMIN-CTR (UMIN000044252). Written informed consent was obtained from the
guardians of all subjects after providing an explanation about the study to the subjects and
their guardians.

2.3. DNA Extraction

Bacterial DNA was extracted from fecal samples as described by Takahashi et al. [11].
Briefly, frozen fecal samples (0.1 g) were added to a tube that contained 4 M guanidium
thiocyanate, 100 mM Tris-HCl (pH 9.0), and 40 mM ethylenediaminetetraacetic acid (EDTA).
Samples were then homogenized with zirconium beads using a Precellys Evolution in-
strument (Bertin Instruments, Montigny-le-Bretonneux, France). DNA was extracted from
the homogenized suspensions using a Magtration System 12GC and GC series MagDEA
DNA 200 (Precision System Science, Chiba, Japan). DNA was purified using an Automated
DNA extraction system PI-480 and NR-201 (Kurabo Industries, Osaka, Japan) DNA con-
centrations were estimated using spectrophotometry (NanoDrop ND8000; Thermo Fisher
Scientific, Waltham, MA, USA).
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2.4. 16S rRNA Gene-Sequence Analysis Using Next-Generation Sequencing (NGS)

Fecal bacterial 16S rRNA gene (16S rDNA) was analyzed with NGS using an MiSeq
system (Illumina, San Diego, CA, USA), as previously described [11]. The V3-V4 hypervari-
able regions of 16S rDNA were amplified using polymerase chain reaction from microbial
genomic DNA using the universal primers for bacteria (341f and R806) and the dual-index
method [12]. Barcoded amplicons were sequenced using the paired-end method and were
modified to a 2 × 284-bp cycle run on the MiSeq system using MiSeq Reagent Kit version 3
(600 Cycle) (Illumina). After alignment, overlapping regions within the paired-end reads
were merged and primer regions were omitted, resulting in a 430 bp sequence. Only reads
with ≥99% of the sequence with quality value scores ≥20 were extracted for further analy-
sis [11]. The chimeric sequence detected by Usearch6.1.544_i86 was excluded [13]. Based
on the resulting sequences, taxonomic positions of the sequences were identified at 97%
similarity using Metagenome@KIN analysis software Ver.2.21(World Fusion, Tokyo, Japan)
and the TechnoSuruga Lab Microbial Identification database DB-BA 13.0 (TechnoSuruga
Laboratory, Shizuoka, Japan) [12,14].

2.5. Measurement of Short-Chain Fatty Acids (SCFAs)

The measurement of SCFAs, including acetate, propionate, butyrate, isobutyrate,
valerate, and isovalerate, was performed via Gas Chromatography—Mass spectrometry
(GC/MS) (Shimazu, Kyoto, Japan) on Rtx-1701 columns (Restec, Bellefonte, PA, USA).
GC/MS samples were prepared as follows: 50 mg (wet weight) of fecal sample was
suspended in 300 µL of pure water. The suspension was centrifuged at 15,000× g at 4 ◦C
for 5 min. A total of 20 µL of 20 mM 2-ethyl butyrate, 80 µL of 3 N HCl, and 1000 µL of
diethylether were then added to the supernatant. This was thoroughly stirred and the
supernatant was obtained via centrifugation to make the SCFA solution sample.

2.6. Statistical Analysis

Statistical analyses were performed using SPSS Statistics 26 software package (SPSS
Inc., Chicago, IL, USA) and Microsoft Excel (Excel version in Microsoft Office 2016 for Win-
dows, Microsoft, WA, USA). The normality of data was examined using the Shapiro–Wilk
test. Corresponding two-group comparisons were made using the Wilcoxon signed-rank
test. For comparisons between two groups without correspondence, the Mann–Whitney U
test was used. Pearson’s correlation analysis was used for correlation analysis. Differences
were considered significant at the level of p < 0.05.

3. Results
3.1. Participant Characteristics

A pre-survey of 67 preschool children was conducted to assess eligibility. Twenty-five
children met the inclusion criteria with defecation on ≤4 days/week, but two withdrew
consent to participate, so twenty-three participants were investigated. Participants were
randomly assigned to the kestose group (n = 11) and maltose group (n = 12).

One participant in the kestose group who developed soft stools during the study pe-
riod was withdrawn from the study. Statistical analysis was performed on the 10 remaining
participants in the kestose group and 12 participants in the maltose group (Supplemental
Figure S3).

No significant differences in age, sex, or use of pre/probiotics or laxatives were
identified between groups (Supplemental Table S1).

3.2. Defecation Diary

Defecation results before and after 8 weeks are shown in Figure 1. No significant
differences were observed between groups at baseline. In the kestose group, significant
increases were observed in the number of defecations per week, number of days with
defecation per week, and total volume of stool per week. In contrast, the maltose group
showed a significant increase in median weekly stool volume. After 16 weeks, no significant
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differences from week 0 were identified for any items in both groups. No change over time
was observed in stool characteristics or stool color.
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Figure 1. Summary of participants’ defecation habits at the beginning and end of the study. Color
points are outliers (values greater than 1.5 times the interquartile range). (a) Total weekly number of
defecations (minimum: 0 times); (b) number of days with defecation in a week (minimum: 0 days,
maximum: 7 days); (c) median weekly stool volume (1 = size of chicken egg); (d) total stool volume
per week.

3.3. 16S rRNA Gene Metagenomic Analysis of Intestinal Microbiota before and after
Kestose Ingestion

The 16S rRNA metagenomic analysis was performed for the 0- and 8-week stool
samples from the kestose group and for the 0-week sample from the maltose group. Mean
(±standard error) total numbers of reads analyzed at 0 and 8 weeks from the kestose group
and 0 weeks from the maltose group were 28,416 ± 937, 29,984 ± 1210, and 28,655 ± 633,
respectively. Shannon’s alpha diversity index (25–75%) calculated from the number of
species reads was 2.60 (2.40–2.86), 2.71 (2.57–2.89), and 2.67 (2.49–2.89), respectively. No
significant differences were identified in either case. Relative abundance ratios of each
bacterial genus, calculated from the number of reads, are shown for the 16 bacterial genera
that had a median relative abundance ratio of at least 0.5% at either time point. Group
comparisons of occupancy between the kestose and maltose groups at 0 weeks showed no
significant differences in any bacterial genera. Results for the 0- and 8-week samples from
the kestose group are shown in Table 1. The most dominant genus at both time points was
Bifidobacterium spp. Intestinibacter spp. showed a significant decrease, Bifidobacterium spp.
showed an increasing trend, and Clostridium sensu stricto showed a decreasing trend.
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Table 1. Relative abundance ratios of gut microbiota at the genus level in the kestose group before
and after intervention.

Relative Abundance Median (25th–75th %)

pKestose (n = 10)

0 Weeks 8 Weeks

Bifidobacterium 22.2 (13.3–32.2) 29.2 (17.2–42.9) 0.074
Blautia 14.7 (8.7–18.0) 13.1 (10.4–15.3) 0.445
Fusicatenibacter 4.5 (2.3–6.3) 5.4 (4.5–8.2) 0.721
Anaerostipes 4.4 (2.6–6.7) 3.0 (1.7–5.6) 0.959
Collinsella 3.9 (0.2–6.3) 4.7 (0.3–9.3) 0.446
Gemmiger 3.6 (0.4–5.1) 3.1 (0.4–5.4) 0.953
Anaerobutyricum 3.2 (0.7–4.6) 2.8 (0.3–3.6) 0.646
Streptococcus 2.5 (2.1–5.4) 1.6 (1.0–7.3) 0.878
Ruminococcus 1.7 (0.3–3.6) 1.5 (0.3–2.5) 0.333
Bacteroides 1.6 (0.5–2.3) 1.1 (0.1–3.6) 0.799
Agathobacter 1.6 (0.0–2.4) 0.9 (0.2–1.5) 0.674
Intestinibacter 1.3 (0.4–1.9) 0.3 (0.2–0.6) 0.047
Clostridium sensu stricto 1.0 (0.3–2.3) 0.5 (0.1–0.7) 0.074
Romboutsia 0.9 (0.3–5.1) 1.5 (0.6–3.3) 1.000
Lachnospiracea_incertae_sedis 0.7 (0.3–1.9) 0.6 (0.2–1.3) 0.508
Faecalibacterium 0.6 (0.2–2.6) 1.0 (0.6–4.2) 0.441

3.4. Concentrations of SCFAs in Stool in the Kestose Group

Concentrations of SCFAs (acetate, propionate, butyrate, isobutyrate, valerate, and
isovalerate) were measured from the 0- and 8-week stool samples for the kestose group.
Supplemental Figure S4 shows concentrations of three SCFAs (acetate, propionate, butyrate)
in stool. At all times, acetic acid had the highest concentration, followed by propionic acid
and butyric acid. Although SCFA concentrations were higher at 8 weeks compared with
0 weeks, no significant changes were observed over time in the kestose group.

Total SCFA levels (sum of acetate, propionate, and butyrate) did not change signifi-
cantly between weeks 0 and 8, and the percentage of each SCFA to total SCFAs was not
observed to change over time.

4. Discussion

In the present randomized, double-blind, placebo-controlled trial investigating 23 chil-
dren who initially had defecation on ≤4 days/week, we observed that kestose intake
improved defecation habits by increasing the number of bowel movements per week, num-
ber of days with bowel movements, and total number of bowel movements. Median weekly
stool volume was also increased in the maltose (placebo) group, but total stool volume
was not increased, suggesting that defecation was unimproved. Intervention studies on
the effect of prebiotics on constipation in children are scarce, with very few data showing
efficacy [15], but a meta-analysis in adults has shown efficacy [16]. Although the study
was conducted with younger subjects, infants treated with galactooligosaccharides (GOS)
also showed a significant increase in stool frequency compared with the control group [17].
These results were compatible with the results of this study, which showed that prebiotic
intake increased the frequency of bowel movements.

In the kestose group, there was no change in the alpha diversity index of the intestinal
microflora and a trend toward increased Bifidobacterium, similar to previous reports of
changes in microflora due to kestose intake [18,19]. Many studies of inulin treatment in
constipated adults have reported an increase in Bifidobacterium, with increased relative
abundance of Anaerostipes, Faecalibacterium, and Lactobatillus as a common result in some
studies [20]. Similarly, in the present study, Bifidobacterium was increased, but no significant
increase was observed for the other species. This may be due to differences in intervention
targets. In addition, the relative abundance of Intestinibacter was decreased. Intestinibacter
has not been reported to be associated with constipation, but belongs to Clostridium cluster XI,



Nutrients 2023, 15, 3276 6 of 8

which has been reported as harmful [21], and the number of bacteria in Clostridium cluster XI
has been negatively correlated with the Bristol Stool Characteristics Scale [22]. The reduction
in relative abundance of Intestinibacter was similar to previous results [23,24], suggesting a
change to a better intestinal environment following kestose ingestion. Clostridium sensu
strico also showed a decreasing trend. It has been reported that the presence of Clostridium
sensu strico during infancy is associated with the development of atopic dermatitis [25].
It is possible that Bifidobacterium and Clostridium sensu stricto did not confirm statistically
significant differences due to the insufficient number of cases. The results of this study
reflected the improvement of the intestinal microflora due to kestose intake.

Since SCFAs have been shown to promote colon peristalsis and defecation [26], we
measured SCFAs in stools. As mentioned above, an increase in defecation frequency was
observed with kestose intake, which predicted an increase in short-chain fatty acid pro-
duction, but contrary to our expectations, no significant changes in stool concentrations of
SCFAs were seen between before and after kestose intake. A recent study by Shibata et al.
regarding the effects of kestose on cow’s milk allergies in children suggested that kestose
decreased the milk-specific immunoglobulin E levels in serum, but SCFAs in stools were un-
changed [19]. Our findings appear compatible with that observation and do not support the
involvement of SCFAs in any improvement of bowel movements following kestose intake
in children. However, the present study measuring stool concentrations was likely unable
to detect changes over time, since kestose are rapidly fermented in the ascending colon [27]
and the majority of SCFAs produced in the intestinal tract are rapidly absorbed [28]. Other
trials in which prebiotics were administered to patients with constipation also showed
improvement in constipation, but the levels of short-chain fatty acids in the stool were not
significantly different [29]. It is possible that this is the reason why this study, like previous
studies, showed no change in the concentration of short-chain fatty acids in stools, despite
changes in the relative abundance of intestinal microflora.

The limitations of this study include the small number of subjects studied, partly
because subjects in this study were selected through a preliminary survey. A larger study
is needed to include analyses of bacterial flora and intestinal metabolites. Using an effect
size of 0.53 for this study, with a power of 0.8, α = 0.05, and a corresponding t-test, 30 cases
are needed.

In conclusion, kestose intake appeared to improve defecation and reduced the relative
abundance of Intestinibacter among preschool children with constipation.

5. Conclusions

Kestose increased the number of bowel movements per week, the number of days
with bowel movements, and the total amount of bowel movements per week compared
with maltose. It also decreased the relative abundance of Intestinibacter spp. in stools, but
no correlation with defecation results was observed. The concentration of short-chain fatty
acids in the stool did not change before or after ingestion and did not correlate with the
results of defecation or fecal flora.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/nu15143276/s1, Figure S1: 1-kestose; Figure S2: Test schedule;
Figure S3: Flowchart of the study recruitment; Table S1: Participant characteristics; Figure S4: SCFA
concentration in stool.

Author Contributions: Conceptualization, N.S.; methodology, N.S., M.T., Y.K. (Yoshihiro Kadota),
Y.S. and Y.K. (Yohei Kawasaki); validation, Y.S. and Y.K. (Yohei Kawasaki); formal analysis, M.T.,
Y.K. (Yoshihiro Kadota), Y.S., Y.K. (Yohei Kawasaki) and N.S.; investigation, N.S.; resources, N.S.;
data curation, M.T.; writing—original draft preparation, M.T. and N.S.; writing—review and editing,
Y.K. (Yoshihiro Kadota) and N.S.; visualization, M.T.; supervision, K.S., C.M. and N.S.; project
administration, N.S. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by B Food Science Co., Ltd.

https://www.mdpi.com/article/10.3390/nu15143276/s1
https://www.mdpi.com/article/10.3390/nu15143276/s1


Nutrients 2023, 15, 3276 7 of 8

Institutional Review Board Statement: This study was conducted in accordance with the Declaration
of Helsinki, approved by the Ethics Committee of the Graduate School of Medicine at Chiba University,
and registered in UMIN-CTR (UMIN000044252).

Informed Consent Statement: Informed consent was obtained from the guardians of all subjects
involved in the study.

Data Availability Statement: Not applicable.

Acknowledgments: We wish to thank Naomi Kobayashi (Chiba University Kindergarten), Kiyoshi Sugiyama,
and Yumi Wada (Chiba Keiai Junior College Kindergarten) for support with study administration.

Conflicts of Interest: M.T. and Y.K. (Yoshihiro Kadota) are employees of B Food Science Co., Ltd.,
which produced the kestose used in this study and provided funding for this study. The remaining
authors declare no conflict of interest.

References
1. Bongers, M.E.J.; van Wijk, M.P.; Reitsma, J.B.; Benninga, M.A. Long-Term Prognosis for Childhood Constipation: Clinical

Outcomes in Adulthood. Pediatrics 2010, 126, e156–e162. [CrossRef]
2. Kwiatkowska, M.; Krogulska, A. The Significance of the Gut Microbiome in Children with Functional Constipation. Adv. Clin.

Exp. Med. 2021, 30, 471–480. [CrossRef]
3. Huang, R.; Hu, J. Positive Effect of Probiotics on Constipation in Children: A Systematic Review and Meta-Analysis of Six

Randomized Controlled Trials. Front. Cell. Infect. Microbiol. 2017, 7, 153. [CrossRef]
4. Ohkusa, T.; Koido, S.; Nishikawa, Y.; Sato, N. Gut Microbiota and Chronic Constipation: A Review and Update. Front. Med. 2019,

6, 19. [CrossRef]
5. Closa-Monasterolo, R.; Ferré, N.; Castillejo-DeVillasante, G.; Luque, V.; Gispert-Llaurado, M.; Zaragoza-Jordana, M.; Theis, S.;

Escribano, J. The Use of Inulin-Type Fructans Improves Stool Consistency in Constipated Children. A Randomised Clinical Trial:
Pilot Study. Int. J. Food Sci. Nutr. 2017, 68, 587–594. [CrossRef] [PubMed]

6. Weber, T.K.; Toporovski, M.S.; Tahan, S.; Neufeld, C.B.; de Morais, M.B. Dietary Fiber Mixture in Pediatric Patients with Controlled
Chronic Constipation. J. Pediatr. Gastroenterol. Nutr. 2014, 58, 297–302. [CrossRef]

7. Ose, R.; Hirano, K.; Maeno, S.; Nakagawa, J.; Salminen, S.; Tochio, T.; Endo, A. The Ability of Human Intestinal Anaerobes to
Metabolize Different Oligosaccharides: Novel Means for Microbiota Modulation? Anaerobe 2018, 51, 110–119. [CrossRef]

8. Endo, A.; Nakamura, S.; Konishi, K.; Nakagawa, J.; Tochio, T. Variations in Prebiotic Oligosaccharide Fermentation by Intestinal
Lactic Acid Bacteria. Int. J. Food Sci. Nutr. 2016, 67, 125–132. [CrossRef] [PubMed]

9. Tanno, H.; Fujii, T.; Hirano, K.; Maeno, S.; Tonozuka, T.; Sakamoto, M.; Ohkuma, M.; Tochio, T.; Endo, A. Characterization of
Fructooligosaccharide Metabolism and Fructooligosaccharide-Degrading Enzymes in Human Commensal Butyrate Producers.
Gut Microbes 2021, 13, 1869503. [CrossRef] [PubMed]

10. Chumpitazi, B.P.; Self, M.M.; Czyzewski, D.I.; Cejka, S.; Swank, P.R.; Shulman, R.J. Bristol Stool Form Scale Reliability and
Agreement Decreases When Determining Rome III Stool Form Designations. Neurogastroenterol. Motil. 2016, 28, 443–448.
[CrossRef]

11. Takahashi, S.; Tomita, J.; Nishioka, K.; Hisada, T.; Nishijima, M. Development of a Prokaryotic Universal Primer for Simultaneous
Analysis of Bacteria and Archaea Using Next-Generation Sequencing. PLoS ONE 2014, 9, e105592. [CrossRef]

12. Hisada, T.; Endoh, K.; Kuriki, K. Inter- and Intra-Individual Variations in Seasonal and Daily Stabilities of the Human Gut
Microbiota in Japanese. Arch. Microbiol. 2015, 197, 919–934. [CrossRef]

13. Edgar, R.C.; Haas, B.J.; Clemente, J.C.; Quince, C.; Knight, R. UCHIME Improves Sensitivity and Speed of Chimera Detection.
Bioinformatics 2011, 27, 2194–2200. [CrossRef]

14. Kasai, C.; Sugimoto, K.; Moritani, I.; Tanaka, J.; Oya, Y.; Inoue, H.; Tameda, M.; Shiraki, K.; Ito, M.; Takei, Y.; et al. Comparison of
the Gut Microbiota Composition between Obese and Non-Obese Individuals in a Japanese Population, as Analyzed by Terminal
Restriction Fragment Length Polymorphism and next-Generation Sequencing. BMC Gastroenterol. 2015, 15, 100. [CrossRef]

15. Wegh, C.A.M.; Baaleman, D.F.; Tabbers, M.M.; Smidt, H.; Benninga, M.A. Nonpharmacologic Treatment for Children with
Functional Constipation: A Systematic Review and Meta-Analysis. J. Pediatr. 2022, 240, 136–149.e5. [CrossRef] [PubMed]

16. van der Schoot, A.; Drysdale, C.; Whelan, K.; Dimidi, E. The Effect of Fiber Supplementation on Chronic Constipation in Adults:
An Updated Systematic Review and Meta-Analysis of Randomized Controlled Trials. Am. J. Clin. Nutr. 2022, 116, 953–969.
[CrossRef] [PubMed]

17. Sierra, C.; Bernal, M.-J.; Blasco, J.; Martínez, R.; Dalmau, J.; Ortuño, I.; Espín, B.; Vasallo, M.-I.; Gil, D.; Vidal, M.-L.; et al.
Prebiotic Effect during the First Year of Life in Healthy Infants Fed Formula Containing GOS as the Only Prebiotic: A Multicentre,
Randomised, Double-Blind and Placebo-Controlled Trial. Eur. J. Nutr. 2015, 54, 89–99. [CrossRef]

18. Tochio, T.; Kadota, Y.; Tanaka, T.; Koga, Y. 1-Kestose, the Smallest Fructooligosaccharide Component, Which Efficiently Stimulates
Faecalibacterium Prausnitzii as Well as Bifidobacteria in Humans. Foods 2018, 7, 140. [CrossRef]

19. Shibata, R.; Koga, Y.; Takahashi, M.; Murakami, Y.; Tochio, T.; Kadota, Y. In Children with Cow’s Milk Allergy, 1-Kestose Affects
the Gut Microbiota and Reaction Threshold. Pediatr. Res. 2023. [CrossRef]

https://doi.org/10.1542/peds.2009-1009
https://doi.org/10.17219/acem/131215
https://doi.org/10.3389/fcimb.2017.00153
https://doi.org/10.3389/fmed.2019.00019
https://doi.org/10.1080/09637486.2016.1263605
https://www.ncbi.nlm.nih.gov/pubmed/27931142
https://doi.org/10.1097/MPG.0000000000000224
https://doi.org/10.1016/j.anaerobe.2018.04.018
https://doi.org/10.3109/09637486.2016.1147019
https://www.ncbi.nlm.nih.gov/pubmed/26888650
https://doi.org/10.1080/19490976.2020.1869503
https://www.ncbi.nlm.nih.gov/pubmed/33439065
https://doi.org/10.1111/nmo.12738
https://doi.org/10.1371/journal.pone.0105592
https://doi.org/10.1007/s00203-015-1125-0
https://doi.org/10.1093/bioinformatics/btr381
https://doi.org/10.1186/s12876-015-0330-2
https://doi.org/10.1016/j.jpeds.2021.09.010
https://www.ncbi.nlm.nih.gov/pubmed/34536492
https://doi.org/10.1093/ajcn/nqac184
https://www.ncbi.nlm.nih.gov/pubmed/35816465
https://doi.org/10.1007/s00394-014-0689-9
https://doi.org/10.3390/foods7090140
https://doi.org/10.1038/s41390-023-02557-7


Nutrients 2023, 15, 3276 8 of 8

20. Le Bastard, Q.; Chapelet, G.; Javaudin, F.; Lepelletier, D.; Batard, E.; Montassier, E. The Effects of Inulin on Gut Microbial
Composition: A Systematic Review of Evidence from Human Studies. Eur. J. Clin. Microbiol. Infect. Dis. 2020, 39, 403–413.
[CrossRef] [PubMed]

21. Gerritsen, J.; Fuentes, S.; Grievink, W.; van Niftrik, L.; Tindall, B.J.; Timmerman, H.M.; Rijkers, G.T.; Smidt, H. Characterization of
Romboutsia Ilealis Gen. Nov., Sp. Nov., Isolated from the Gastro-Intestinal Tract of a Rat, and Proposal for the Reclassification
of Five Closely Related Members of the Genus Clostridium into the Genera Romboutsia Gen. Nov., Intestinibacter Gen. Nov.,
Terrisporobacter Gen. Nov. and Asaccharospora Gen. Nov. Int. J. Syst. Evol. Microbiol. 2014, 64, 1600–1616. [CrossRef] [PubMed]

22. Tanabe, A.; Adachi, K.; Yamaguchi, Y.; Izawa, S.; Yamamoto, S.; Hijikata, Y.; Ebi, M.; Funaki, Y.; Ogasawara, N.; Goto, C.; et al.
Gut Environment and Dietary Habits in Healthy Japanese Adults and Their Association with Bowel Movement. Digestion 2020,
101, 706–716. [CrossRef] [PubMed]

23. Xu, J.; Xu, R.; Jia, M.; Su, Y.; Zhu, W. Metatranscriptomic Analysis of Colonic Microbiota’s Functional Response to Different
Dietary Fibers in Growing Pigs. Anim. Microbiome 2021, 3, 45. [CrossRef]

24. Tian, T.; Zhang, X.; Luo, T.; Wang, D.; Sun, Y.; Dai, J. Effects of Short-Term Dietary Fiber Intervention on Gut Microbiota in Young
Healthy People. DMSO 2021, 14, 3507–3516. [CrossRef] [PubMed]

25. Marrs, T.; Jo, J.-H.; Perkin, M.R.; Rivett, D.W.; Witney, A.A.; Bruce, K.D.; Logan, K.; Craven, J.; Radulovic, S.; Versteeg, S.A.; et al. Gut
Microbiota Development during Infancy: Impact of Introducing Allergenic Foods. J. Allergy Clin. Immunol. 2021, 147, 613–621.e9.
[CrossRef]

26. Fukui, H.; Xu, X.; Miwa, H. Role of Gut Microbiota-Gut Hormone Axis in the Pathophysiology of Functional Gastrointestinal
Disorders. J. Neurogastroenterol. Motil. 2018, 24, 367–386. [CrossRef]

27. Cummings, J.H.; Macfarlane, G.T. The Control and Consequences of Bacterial Fermentation in the Human Colon. J. Appl.
Microbiol. 1991, 70, 443–459. [CrossRef]

28. Costabile, A.; Kolida, S.; Klinder, A.; Gietl, E.; Bäuerlein, M.; Frohberg, C.; Landschütze, V.; Gibson, G.R. A Double-Blind,
Placebo-Controlled, Cross-over Study to Establish the Bifidogenic Effect of a Very-Long-Chain Inulin Extracted from Globe
Artichoke (Cynara Scolymus) in Healthy Human Subjects. Br. J. Nutr. 2010, 104, 1007–1017. [CrossRef]

29. Liu, F.; Li, P.; Chen, M.; Luo, Y.; Prabhakar, M.; Zheng, H.; He, Y.; Qi, Q.; Long, H.; Zhang, Y.; et al. Fructooligosaccharide (FOS)
and Galactooligosaccharide (GOS) Increase Bifidobacterium but Reduce Butyrate Producing Bacteria with Adverse Glycemic
Metabolism in Healthy Young Population. Sci. Rep. 2017, 7, 11789. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1007/s10096-019-03721-w
https://www.ncbi.nlm.nih.gov/pubmed/31707507
https://doi.org/10.1099/ijs.0.059543-0
https://www.ncbi.nlm.nih.gov/pubmed/24480908
https://doi.org/10.1159/000501961
https://www.ncbi.nlm.nih.gov/pubmed/31434096
https://doi.org/10.1186/s42523-021-00108-1
https://doi.org/10.2147/DMSO.S313385
https://www.ncbi.nlm.nih.gov/pubmed/34385825
https://doi.org/10.1016/j.jaci.2020.09.042
https://doi.org/10.5056/jnm18071
https://doi.org/10.1111/j.1365-2672.1991.tb02739.x
https://doi.org/10.1017/S0007114510001571
https://doi.org/10.1038/s41598-017-10722-2

	Introduction 
	Materials and Methods 
	Clinical Study Design 
	Ethical Considerations 
	DNA Extraction 
	16S rRNA Gene-Sequence Analysis Using Next-Generation Sequencing (NGS) 
	Measurement of Short-Chain Fatty Acids (SCFAs) 
	Statistical Analysis 

	Results 
	Participant Characteristics 
	Defecation Diary 
	16S rRNA Gene Metagenomic Analysis of Intestinal Microbiota before and after Kestose Ingestion 
	Concentrations of SCFAs in Stool in the Kestose Group 

	Discussion 
	Conclusions 
	References

