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Abstract: As the very low-calorie ketogenic diet (VLCKD) gains increased interest as a therapeutic
approach for many diseases, little is known about its therapeutic use in childhood obesity. Indeed,
the role of VLCKD during pregnancy and lactation in influencing short chain fatty acid (SCFA)-
producing bacteria and the potential mechanisms involved in the protective effects on obesity are still
unclear. Infants are characterized by a diverse gut microbiota composition with higher abundance of
SCFA-producing bacteria. Maternal VLCKD during pregnancy and lactation stimulates the growth
of diverse species of SCFA-producing bacteria, which may induce epigenetic changes in infant obese
gene expression and modulate adipose tissue inflammation in obesity. Therefore, this review aims to
determine the mechanistic role of SCFAs in mediating VLCKD-infant gut microbiota relationships
and its protective effects on obesity.
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1. Introduction

The VLCKD is distinguishable from other diets because of its very low carbohydrates
(CHO), high fat and moderate protein intake [1]. It typically comprises of 70% fat, 20%
protein and 10% CHO (<50 g per day) [1]. The VLCKD induces ketosis [1–4], a metabolic
state which increases the production of ketone bodies (KBs) in the liver [5]. The VLCKD
favours animal/plant-derived fat and protein intake, from sources such as nuts and seeds,
butter, cheese, cream, beef, lamb, chicken, olive and fish oil [6]. Such a diet is superior
to low-CHO diets (LCDs) and low-fat diets (LFDs) in producing sustained ketosis and
improving metabolic markers [7–9]. The VLCKD can be considered an effective dietary
approach for weight loss [10]. However, it is not totally safe and has sparked controversy
for its long-term effects [11]. The VLCKDs proposed protocol for successful weight loss
is divided into three phases. These include the active phase (VLCKD 600–800 kcal/day,
80% of target weight), the re-education phase (LCD 1200–1500 kcal/day, 20% of target
weight) and the maintenance phase (balanced diet 1500–2200 kcal/day) [12]. The VLCKD
can maintain the body in the state of ketosis by increasing levels of acetoacetate (ACA)
and β-hydroxybutyrate (βOHB) in the blood, which are the two major KBs used as energy
sources [13].

Microbiota-derived SCFAs, primarily acetate, propionate and butyrate, are metabolites
produced by gut microbiota via dietary non-digestible CHO fermentation [14,15]. Butyryl-
CoA: acetate CoA-transferase is the major pathway that exists in the formation of butyrate.
Certain bacteria of the families Ruminococcaceae and Lachnospiraceae within the phylum
Firmicutes utilize the pathway via butyryl-CoA dehydrogenase (BCD) to convert acetyl-
CoA to butyryl-CoA and subsequently to butyrate [14–18]. SCFAs play a significant role in
CHO and lipid metabolism. Butyrate and acetate are used as precursors for lipid synthesis
(cholesterol, long-chain fatty acids), whereas propionate is used as precursor for hepatic
gluconeogenesis [14,19]. Lactate is an organic acid produced by Bifidobacterium and lactic
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acid bacteria (LAB), which acts as an intermediate metabolite and a substrate for butyrate
formation [19,20].

There is a potential synergistic effect of butyrate with VLCKD in inducing ketosis [21].
βOHB is produced in the liver from free fatty acids (FFAs) during fasting or starvation and
serves as a transporter of fuel to peripheral tissues [22]. βOHB and butyrate share a degree
of function and structure similarity. They have a wide range of cellular signalling roles,
including regulate gene expression by epigenetic modifications, lipid metabolism and gut
homeostasis [22–24], and their actions have therapeutic potential in many diseases such as
obesity [25] and asthma [26].

The gut microbiota is a critical component during pregnancy and lactation where
maternal diet may influence both the mother’s and the infant’s gut microbiota diversity
and richness [27,28]. A well-planned diet including a variety of protein-rich plant foods,
dietary fibre and omega-3 polyunsaturated fatty acid (PUFA) during pregnancy and lac-
tation is recommended [29], which may tend to produce high amounts of fecal SCFAs by
SCFA-producing bacteria [27,30]. Maternal intake of protein, high fat and omega-3 PUFA
may influence the infant gut microbiota through the epigenetic mechanisms for histone
acetylation and DNA methylation [31,32]. Maternal gut microbiota and its metabolites, in
which SCFAs are the major products generated by the fermentation of microbiota-accessible
carbohydrates (MACs), may exert regulatory effects on host energy metabolism [33,34] and
the infant immune system [33,35,36]. Breast milk constitutes the main source of seeding
microbes in the neonate gut [37]. It plays a key role for vertical transmission of microbes
from mother to infant via the entero-mammary pathway. This route proposes that mi-
crobiota can be transferred from the maternal gut lumen by dendritic cells (DCs) to the
mammary glands through the blood/lymphatic systems, and then move to the newborn
and subsequently colonize the gut [38,39]. SCFA-producing gut bacteria have the ability to
stimulate SCFA production in breast milk via the systemic circulation [40], which in turn
enters the infant intestinal tract through the breast milk [26].

Childhood obesity has become one of the most significant global health challenges over
the last decades [41]. Unfortunately, the prevention of obesity may need to be addressed at
its origin, which is complex and multifaceted with no single factor domain as a determinant.
The range of contributing factors comprise epigenetics, genetics, parental/infant body
mass index (BMI), smoking during pregnancy, early antibiotic use, birth by caesarean
section, an unhealthy diet, formula feeding and microbiota [42–47]. Among these, the
infant gut microbiota has received great interest in the past few years. Infancy is a key
period in the development of the gut microbiota, with the colonization rate of commensal
species increasing after birth [18]. However, obesity influences gut microbial diversity and
composition and may lead to dysbiosis, which dysregulates metabolic homeostasis [48].
Gut microbiota composition varies greatly between obese and non-obese infants. Epidemio-
logic evidence from infant studies has demonstrated lower proportions of SCFA-producing
bacteria such as Bifidobacterium and Bacteroides spp. in the gut microbiota of obese children
compared to lean counterparts [42]. Furthermore, infants of obese mothers have significant
alterations in their gut microbiota composition, which may lead to a later-life obesity risk.
The transmission of obesogenic microbes from mother to infant has the greatest potential
for childhood obesity, with a higher abundance of fecal Lachnospiraceae (e.g., Coprococcus,
Ruminococcus) in vaginally and emergency cesarean-delivered infants which mediated
the association between maternal overweight/obese and childhood obesity at ages 1 and
3 years [49].

Adipose tissue (AT) is known to be the main contributor to immune dysregula-
tion, metabolic diseases and low-grade chronic inflammation during obesity [50]. AT
macrophages represent the major component of C-C motif chemokine ligand-2 (MCP-1)
and tumor necrosis factor-alpha (TNF-α) in AT and upregulate of Interleukin (IL-6) ex-
pression, where they can induce inflammatory changes in adipocytes [51]. Pregnancy and
early infancy are critical periods of increased oxidative stress (OS) and pro-inflammatory
cytokines levels [52–55]. OS plays a significant role in the development of obesity and its
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related diseases, in which the role of dysfunctional AT is involved [56]. OS results from
the shift in the balance between the reactive oxygen species (ROS)-generating systems
(e.g., nitric oxide synthase) produced by mitochondria and the capability of the antioxidant
system to detoxify them [57].

A high-fat maternal diet during pregnancy has been shown to cause dysbiotic gut
microbiota in infants, which has been linked to obesity, leading to developmental program-
ming that can contribute to obesity-associated chronic inflammatory diseases. Additionally,
maternal high-fat diet-induced obesity during lactation may alter breast milk microbiota
composition, which may in turn contribute to infant gut dysbiosis and increase obesity
susceptibility later in life [27]. While an obesogenic diet or obesity during pregnancy
and lactation have a significant influence on the infant gut microbiota changes, human
studies linking these alterations with an increased risk of childhood obesity are controlled
for potential maternal life factors such as mode of feeding, antibiotic use and mode of
delivery [27]. Therefore, a better understanding of how gut dysbiosis might induce obesity
in early life is needed. Indeed, the mechanisms by which VLCKD could modify obesity risk
in early life remain to be understood. The maternal VLCKD composition during pregnancy
and lactation may influence the infant gut SCFA-producing bacteria [26], which play key
roles in regulating glucose homeostasis, appetite, inflammatory response and the immune
system [58,59]. Nutritional ketosis induced by VLCKD has a suppression effect on hunger
and appetite [60], in which appetite-regulating gut hormones promote weight loss, increase
circulating FFAs, reduce food intake and regulate energy homeostasis [60,61], through an
increase of hypothalamic malonyl-CoA cellular levels [62]. The VLCKD during pregnancy
and lactation may include olive oil, coconut oil, butter, cream cheese, sour cream, eggs,
fish, lamb, ham, beef, poultry, low-CHO nuts and non-starchy vegetables [63–65], which
are potential sources of dietary fibre, protein, polyphenols, saturated fatty acid (SAT),
monounsaturated fatty acid (MUFA) and PUFA. SCFAs are involved in the mechanism
linking the VLCKD during pregnancy and lactation to the infant gut microbiota, which
may modulate allergic asthma in infants [26]. Given the fact that SCFAs influence obesity-
related asthma [66], it is perhaps the case that SCFAs from VLCKD-infant gut microbiota
interactions may have potential therapeutic implications for reducing obesity.

2. Methods

This non-systematic review aims to explore the mechanisms by which microbiota-
derived SCFAs mediate the VLCKD-infant gut microbiota relationship and its therapeutic
efficacy in reducing obesity. To achieve this, a literature search was carried out using the
PubMed/MEDLINE database to retrieve English language studies in humans in the past
20 years. The author has independently identified the most relevant studies including ran-
domised controlled trials (RCTs), experimental and observational, and reviews/systematic
reviews. The following keywords were used to search for articles: obesity, AT, infant gut
microbiota, gut inflammation, epigenetic, SCFA, KD, KBs, pregnancy and lactation.

3. Metabolic Adaptations in Pregnancy and Lactation: Ketone Body Metabolism

Metabolic adaptations in pregnancy and lactation are essential for fetus growth and
development. Body fat appears to change significantly during pregnancy. Abdominal
AT (AAT), including subcutaneous, visceral and total AAT, increases during the first half
of pregnancy, which is associated with increased risk of gestational diabetes mellitus
during the last trimester [67]. Placental growth hormones such as lactogen, progesterone
and prolactin are implicated in increased appetite through activating leptinsecretion, β-
cell expansion and insulin dependent lipogenesis, leading to enhance maternal/fetal fat
deposition, fetal growth and glycogenesis [68,69]. Hyperphagia in mid and late-pregnancy
may occur as a result of leptin resistance, which may contribute to increased body fat
deposition in order to be used for metabolic demands in lactation [69,70]. Low leptin
levels are indicative of leptin resistance in newborns, in which low cord blood leptin levels
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have been shown to be associated with increased BMI growth trajectories in infants of
overweight/obese pregnant women [71].

Lactation is characterized by metabolic changes such as hyperphagia, accompanied
by significant changes in hormones, which are controlled by the hypothalamus to meet
the energy demands of the infant [72]. Prolactin, a key lactogenic hormone produced by
pituitary lactotrophs, plays a significant role in inducing changes in milk composition and
increasing milk production and oligosaccharide concentrations. However, prolactin has
no significant changes in milk protein, fat or nutrient levels [73]. Appetite-regulating hor-
mones/adipokines such as leptin and adiponectin, which are known to be in higher levels
in breast milk, have been found to influence the infant serum of these hormones [74,75].
Leptin is proposed to have a lipophilic nature as it exists in whole milk [76], is implicated
in the neonatal T-cell immune response [77], regulates glucose homeostasis, food intake
programming in infants [78,79], and is correlated with maternal BMI [55,80]. Interestingly,
high levels of leptin in exclusively breastfed infants born to obese mothers correlate with
the metagenomics pathway of the infant gut microbiota that may reduce gut inflammation
and enhance the gastrointestinal barrier [81]. Adiponectin synthesis by adipocytes has been
found to regulate glucose/lipid metabolism and food intake in infants [77–79], and corre-
lates with longer gastric emptying time in term breastfed infants [82]. Other adipokines
such as resistin and ghrelin have been implicated in food intake regulation, energy balance
and glucose homeostasis, suggesting a potential role of these hormones in enhancing
infant growth and development [77–79]. Studies investigating the association between
breast milk adipokines and weight gain in infants are conflicting. Leptin, adiponectin and
ghrelin may increase/decrease weight gain or increase fat mass in infants. In contrast, no
association was noted between resistin and weight gain. Breast milk adipokines dysfunc-
tion/dysregulation may contribute to obesity later in life [80]. Overall, adipokine action
in the hypothalamus regulates hunger/satiety and glucose homeostasis, thus potentially
improving weight reduction in infants.

Being in a state of nutritional ketosis (blood βOHB level of 0.5–3.0 mmol/L) is gener-
ally safe [83], which usually occurs when consuming a VLCKD that involves restricting
CHO to 20–50 g/d (or <10% of daily kcal of 2000 kcal/day) [2–4]. Starvation ketosis
during pregnancy is not a life-threatening condition and may cause a mild acidosis after
a short-term overnight fasting [84]. Starvation ketosis occurs in pregnant women with
pre-existing or gestational diabetes mellitus (GDM) when caloric intake is depleted [85,86].
Accelerated starvation contributes to diabetic ketoacidosis (DKA) in pregnancy and results
in increased glucose utilization by both the fetus and the placenta, which leads to a rapid
decrease in maternal fasting glucose levels. This decrease, along with insulin deficiency,
stimulates the direct release of FFAs from AT, which are then circulated to the liver and
converted to ketones [87]. DKA refers to the pathological state in which blood βOHB is
higher than 3 mmol/L [88,89], and is generally unsafe during pregnancy [87,90–92]. DKA
in pregnancy occurs as a consequence of metabolic and hormonal changes [87,93], and is
characterized by uncontrolled hyperglycemia, ketonuria, ketonaemia and increased anion
gap metabolic acidosis [85,87,90–96]. Women with gestational diabetes during the second
and third trimesters are susceptible to ketosis due to increased insulin resistance and FFAs,
which further enhance AT lipolysis as well as the hepatic ketogenesis process [93]. In this
situation, even a short-term starvation precipitated DKA, which has adverse effects on both
the mother and the fetus, including impaired intelligence and fetal demise, abdominal pain,
weakness, nausea/vomiting, hyperventilation, hypotension, tachycardia, coma, polydipsia
and weight loss [87,92,93,95–97]. Blood KB content has been shown to be higher in obese
pregnant women with GDM compared with those without GDM, suggesting that obese
GDM pregnant women may develop ketosis due to abnormal glucose metabolism [98].
An intervention through a low-carbohydrate-high-protein and fibre diet plus physical
activity has resulted in increased neonatal FFAs in cord blood, and fasting glucose, FFAs
and 3βOHB in obese women at 24–28 weeks of gestation, suggesting stimulation of white
adipose tissue (WAT) lipolysis [99]. It can be suggested that the mild ketosis that occurs
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during starvation/fasting or feeding a VLCKD may enhance AT lipolysis and increase KB
synthesis used as glucose substitutes to fuel in pregnant women with obesity/impaired
glucose metabolism and newborn infants.

Under fasting conditions, plasma FFA, glucagon and βOHB levels are increased
in lactating women, reflected in increased fat oxidation and lipolysis [100]. Lactation
ketoacidosis (LK) is a relatively rare phenomenon of increased anion gap metabolic acidosis
in postpartum lactating women during periods of acute illness [101], with few reported
cases in situations of starvation, physical activity and KD found in the literature [101,102].
LK is considered a harmful form of starvation ketosis resulting from a raised glucagon-to-
low-insulin ratio and subsequently increased KB production [86]. Adherence to KD for
postpartum lactating women is associated with weight loss, vomiting, malaise, diarrhea,
nausea, lower back cramps and abdominal pain [101,102].

4. Ketone Bodies and SCFAs as Epigenetic Modifiers in Obesity

Epigenetic changes constitute the key contributing factor of obesity during early de-
velopment [47,103], in which heritable changes in gene expression result from histone
modifications, DNA methylation and non-coding RNAs, without modifying the DNA
sequence [104]. Genetic and/or environmental factors (e.g., nutritional changes, metabolic
surgery, exercise) are thought to drive these epigenetic changes, in which several obesity-
related traits, revealing cytosine-phosphate-guanine dinucleotides (CpG)-related sites (e.g.,
GNASAS1, MEG3, INSIGF2) are involved in altering DNA methylation in blood cells of
the offspring [47]. Exposure to low a glycaemic index diet among obese pregnant women
has been shown to induce DNA methylation changes at 771,484 CpG sites located in NFIC,
TBCD and IL17D genes in the offspring cord blood [105]. Maternal obesity and high-fat
intake during gestation may affect trans-generational epigenetic modifications. This is
achieved through DNA methylation and chromatin alterations in adipogenic gene tran-
scription, in which key epithelial to mesenchymal transcription (EMT)-related transcription
factors (Slug, Zeb1, Zeb2, Snail, Twist) are involved, leading to increased obesity risk in the
fetus [106]. Pre-and postnatal high-fat diets alter the gut microbiota in the offspring as well
as DNA methylation and histone modification that result in changing adipogenesis-related
gene expression such as adiponectin, leptin and peroxisome proliferator-activated receptor
(PPAR-γ), leading to increase obesity and metabolic diseases later in life [107]. A few
human studies investigating the epigenetic changes of early postnatal nutrition showed
thatCpG3 methylation of leptin (LEP) and retinoid X receptor alpha (RXRA) obesity-related
genes in infants are increased or decreased, depending on the duration of breastfeeding,
and as a result, activate the PPAR-induced DNA demethylation in WAT, which drives
changes in breast milk fatty acid (BM FA) composition [108]. A long-term folic acid sup-
plementation of 400 µg/day (>6 months) and the dietary intake of betaine in pregnant
and/or lactating women are shown to increase cord blood LEP and RXRA methylation in
infants [109,110]. However, the impact of other dietary and supplemental methyl-group
donors on these methylation changes have not yet been studied, given that methyl-donor
intake through diet and supplementation may alter DNA methylation patterns in gene and
disease susceptibility in humans [111,112].

Pregnancy and lactation are characterized by increased markers of OS and inflamma-
tion [52–55]. OS is induced by obesity in pregnancy, which may cause decreased fertility
and increased miscarriage risk [54]. The OS markers, superoxide anion, nitric oxide, car-
bonyl proteins and malondialdehyde, have been observed in obese pregnant women,
which leads to impact fetal redox balance [52]. The OS marker, 8-hydroxy-deoxyguanosine
(8OHdG), along with lactose concentrations in breast milk, are found to be associated with
a weight-for-length Z-score (WLZ) trajectory among infants of lactating overweight/obese
women [53]. Increased breast milk inflammatory cytokines (IL-8, IL-6, and IL-1β) have been
found to be associated with increased weight gain in infants [55]. The βOHB, a surrogate
marker of liver ketogenesis, has been shown to regulate gene expression by inhibiting
histone deacetylases (HDACs) and activating G-protein coupled receptors (GPCRs), and
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this may contribute to protection against OS and increased histone acetylation by inducing
gene expression of Metallothionein 2 (Mt2) and forkhead box (Foxo3a) that encode oxida-
tive stress resistance [113]. Under prolonged fasting, histone lysine β-hydroxybutyrylation
(kbhb), a type of histone post-translational modification, which regulates gene expres-
sion, is increased in human embryonic kidney 293 (HEK293) cells as a result of βOHB
level elevation [114,115]. Administration of βOHB on the human gut microbiota has been
found to be associated with increased butyrate and SCFAs (sum of propionate, succinate,
acetate, lactate and butyrate) production [116]. Butyrate promotes histone acetylation, in-
hibits HDACs activity in HEK293 cells, and suppresses lipopolysaccharide (LPS)-induced
pro-inflammatory gene production in human adipose microvascular endothelial cells
(HAMEC), including C-C motif chemokine ligand (CCL2), IL-6, IL-8, and IL-1β [115]. It
has been shown that HEK293 cells are transiently transfect with the mutant melanocortin
4 receptor (MC4R) [117,118], a rhodopsin-like GPCR expressed in the hypothalamic pro-
opiomelanocortin (POMC) neurons and the gene most commonly linked to obesity [119],
which is located on chromosome 18q21.31at an early age [120]. MC4R mutant variant
dysfunction may decrease ligand binding and expression of the receptor at the cell surface,
with a reduction in MC4R agonist α-melanocyte-stimulating hormone (α-MSH)-induced
cyclic adenosine monophosphate (cAMP) production, resulting in increased obesity and
hyperphagia [117,118]. Leptin and insulin act on anorexigenic POMC neurons by sig-
nalling via its receptors to increase melanocortins and inhibit the orexigenic agouti related
neuropeptide (AgRP)/neuropeptide Y (NPY) neurons, resulting in enhanced processing
of POMC to α-MSH, decreased food intake and enhanced energy expenditure [121]. In
diet-induced obesity, elevated activation of inflammatory pathways such as nuclear tran-
scription factor-kappaB (NF-kB) and inhibitors of nuclear factor kappa-B kinase β (IKKβ)
induce levels of suppressor of cytokine signaling-3 (Socs3) mRNA in POMC neurons and
disrupt leptin/insulin signalling, leading to the development of insulin/leptin resistance
in obesity [121,122]. SCFAs, and in particular acetate and propionate, influence intesti-
nal epithelial cells through binding to FFA2/GPR43 and FFAR3/GPR41 expressed in AT
in humans [123,124], leading to inhibition of signalling to the orexigenic hypothalamic
neurons through systemic circulation by stimulating the secretion of key gut hormones,
including glucagon-like peptide 1 (GLP-1) and peptide YY (PYY) [124–126], which in-
directly regulate food intake and energy expenditure by increasing leptin and insulin
secretion in adipocytes [124,125]. Taken together, βOHB and SCFAs act as potent epige-
netic modifiers and exert anti-obesity effects providing a potential target in the treatment
of obesity-induced inflammation and OS in children through interactions of leptin and
insulin signalling in hypothalamic neurons, leading to regulated food intake and energy
expenditure.

5. The Therapeutic Role of the Infant Gut Microbiota-Derived SCFAs in Obesity

This section presents the potential therapeutic target for gut microbiota-derived SCFAs
in obesity. These include Gram-positive Actinobacteria (Bifidobacterium spp.), Firmicutes
(Lactobacillus spp., Streptococcus thermophilus, Blautia spp.) and Gram-negative Bacteroidetes
(Bacteroides spp.).

The Firmicutes:Bacteroidetes ratio (F/B) is identified as an important obesity-related
biomarker. The obesity phenotype in human adults is associated with depleted levels of
Bacteroidetes and an increased F/B ratio, which in turn leads to increased faecal butyrate,
propionate, acetate and total SCFA concentrations [127,128]. In children and pregnant
women, the association of obesity with the F/B ratio is unstable. Obese children exhibit
lower numbers of Bifidobacterium and Bacteroides spp. [27,129], and higher numbers of
Staphylococcus aureus (S. aureus) and Fecalibacteriumprausntzi (F. prausntzi) [129]. Lower
numbers of Bifidobacterium and Bacteroides, and higher numbers of S. aureus and Escherichia
coli (E. coli) are also detected in obese pregnant women [129]. Furthermore, there is evidence
for the association between changes in milk microbiota and obesity development, although
this association remains complex and little understood. Reduced levels of Bacteroides in
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milk microbiota are detected in obese mothers [130], who are exposed to a high fat and
sugar diet during pregnancy and lactation [131].

5.1. Lactobacillus and Bifidobacterium spp.

Lactobacillus spp. mainly represented by L. salivarius, L. fermentum, L. paracasei, L. reuteri,
L. rhamnosus, L. casei and L. acidophilus are the predominant LAB members of the breast-fed
infant gut [132–135], which are demonstrated to have a high ability to produce bacteriocins
and SCFAs [136,137]. Bifidobacterium spp. colonize the gut during the few weeks of
life [138]. Bifidobacterium strains, such as those belonging to the species B. longum subsp.
B. bifidum [132,133,139–141], and B. breve [133,142] represent the predominant members of
breast milk, which produce acetate and lactate in the proportion of 3:2 during anaerobic
CHO breakdown [16].

Probiotics are bacterial strains used to modulate the diversity and abundance of gut mi-
crobiota by increasing the production of SCFA-producing bacteria, including Lactobacillus
and Bifidobacterium [143]. A small number of human RCTs showed that Lactobacillus and
Bifidobacterium used as probiotics reduced obesity and metabolic disorders in pregnant and
lactating women [124]. A review and meta-analysis which included seven RCTs showed
that probiotic supplementation with L. acidophilus, L. salivarius, L. casei and B. bifidum
strains among pregnant women with GDM resulted in significant reduction in infant birth
weight [144]. Evidence from RCT studies supports the use of probiotic supplementation
with Lactobacillus species in obese children, which results in reduced BMI, waist circum-
ference, low density lipoprotein cholesterol (LDL-C), serum triglycerides (TG) and total
oxidative stress levels [145,146].

L. acidophilus LA5 has been shown to reduce total cholesterol, LDL-C, a homeostasis
model assessment of insulin resistance (HOMA-IR), fasting insulin concentration and
postprandial glucose in obese women [147]. The combination of L. acidophilus and L. casei
with phenolic compounds and a hypocaloric diet resulted in a significant reduction in
weight and fat mass in overweight women [148]. L. acidophilus LA5 has been found
to attenuate obesity in vitro as demonstrated by downregulating LPS-induced human
cytokine (TNF-α, IL-8 and IL-10) production in hepatocyte cell-line (HepG2) cells [149],
suggesting L. acidophilus may have the potential to enhance gut dysbiosis and reduce
cytokine production in LPS, which may reduce obesity in infants. It has been found that
administering the L. casei strain DN114001 to lactating mothers resulted in reduced pro-
inflammatory cytokine TNF-α in the breast-fed infant [150]. The consumption of yogurt
supplemented with strains specific L. acidophilus LA5 and L. casei DN001 could significantly
reduce fat percentage, BMI and pro-inflammatory cytokines (IL-10, IL-17) produced by
peripheral blood mononuclear cells (PBMCs) in obese individuals [151,152]. These strains
have also been found to reduce leptin levels in obese individuals, which could lead to
impaired T helper 17 (Th17) cell-mediated IL-10 and IL-17 production [152]. Given that
L. acidophilus and L. casei have been identified as SCFA-producing bacteria, further RCTs are
needed to explore their anti-obesity effects in early infancy via elucidating the mechanisms
by which such bacteria could reduce the pro-inflammatory cytokines upregulated by leptin.

Supplementation with L. salivarius strains is considered safe for humans, which is used
to treat several diseases [153]. Probiotic L. salivarius strain UCC 118 reduces BMI, but does
not reduce fasting glucose or other metabolic parameters (e.g., C-peptide, lipids) in obese
pregnant women [154]. The L. salivarius strain CECT5713 exerts potent probiotic attributes,
which could rectify gut dysbiosis and increase fecal butyrate production in breastfed
infants [155]. Butyrate exerts its anti-inflammatory functions by inhibiting HDAC activities
in vitro and regulating GPR41 and GPR43-mediated hypothalamic neurons to control
energy expenditure, resulting in stimulated “satiety” hormone PYY and GLP-1secretion
from intestinal L cells via upregulation of Toll-like receptor(TLR)-dependent microbial
sensing, and regulated leptin/insulin production from AT, and thus can be effective in
reducing pro-inflammatory cytokines such as TNF-α and interleukins [24]. This suggests
that butyrate-producing L. salivarius may be considered as a potential treatment for obesity
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in infants by reducing inflammatory cytokines and regulating leptin/insulin levels, but
this requires further investigations and elucidation through future RCTs.

Probiotic supplementation with L. rhamnosus GG (LGG) 53103 one month before
birth resulted in reduced weight in infants at the age of 2 and 4 years, but not later in
life [156]. LGG 53103 supplementation has the ability to reduce weight in pregnant and
lactating women when used in combination with B. lactis [157]. The L. rhamnosus strain
CGMCC1.3724 in combination with caloric restriction resulted in reduced weight, fat mass
and circulating leptin levels in obese women [158]. Early LGG colonization demonstrates
anti-inflammatory activity by inhibiting S. aureus associated with increased numbers of
cytokine producing cells at 2 weeks of age [159]. A novel secretory protein HM0539 de-
rived from LGG has a potent protective effect against diseases related to intestinal barrier
dysfunction in vitro, which enhance the development of the infant intestinal defence, as
indicated by preventing against TNF-α or LPS-induced tight junction (TJ) protein expres-
sion, including intestinal mucin (MUC2) and zonula occludens-1 (ZO-1) [160]. High-fat
diet-induced obesity enhances permeability in obese gut epithelium in vitro by activating
pro-inflammatory cytokine signalling cascades induced by LPS stimulation through TJ
protein expression upregulation [161,162], particularly claudin-2 [161]. Therefore, LGG
may exhibit an inhibitory effect on LPS-induced pro-inflammatory cytokines via suppress-
ing TJ protein expression in the gut epithelium. This suggests that LGG may inhibit TJ
protein expression in the infant gut epithelia associated with obesity-induced inflammatory
reprogramming, and thus, may exert anti-inflammatory effects in reducing obesity.

An experimental study has shown evidence that different strains of bifidobacteria
isolated from infant feces including B. breve Bre10, B. longum BB536, B. longum Lon4 and
B. bifidum Bif3 exert anti-inflammatory activity through suppressing LPS and TNF-α-
induced IL-8 production and nuclear factor kappa B (NF-κB) activation when tested us-
ing the colon adenocarcinoma cell line (HT-29) cells [163]. These strains may inhibit
LPS-induced pro-inflammatory cytokines in the infant gut [164], via increasing indole-3-
lactic acid (ILA) production, a tryptophan metabolite, which functions as a ligand of the
aryl hydrocarbon receptor (AhR) by enhancing nerve growth factor (NGF) induction in
pheochromocytoma (PC12) cells through the rat sarcoma/extracellular signal-regulated
kinase (Ras/ERK) signalling pathway [165]. An experimental study found that AHR
signalling activation by a Western diet has a potential role in childhood obesity. Serum
leptin, AHR and Cytochrome P450 family 1, subfamily B, polypeptide 1 (CYP1B1) gene
expression levels are found to increase in obese children through inhibition of the AHR-
aryl hydrocarbon receptor repressor (AHRR) [166]. This suggests that such strains may
promote anti-obesity activity through increasing AhR ligand ILA production in the infant
gut, and therefore, prevent transcription of pro-inflammatory cytokines. An RCT found
that the administration of Inulin-type fructan (ITF) prebiotics to obese women led to a
significant increase in the B. longum count, which in turn decreased serum LPS endotoxin
production, thereby reducing pro-inflammatory cytokines production in AT [167]. Probiotic
administration of B. breve BR03 and B632 strains to obese children resulted in reduced
E. coli counts, systolic and diastolic blood pressure, waist circumference (WC), BMI, and
enhanced insulin sensitivity at fasting and after an oral glucose tolerance test [168]. The
administration of B. breve to preterm infants can upregulate transforming growth factor
(TGF-β)-mediated deca-pentaplegic homolog3 (Smad3) phosphorylation [169]. In one
experimental study, a suppression of the TGF-β/Smad3 pathway in WAT was shown to re-
duce obesity and regulate energy homeostasis/glucose tolerance in vitro. Smad3−/− WAT
in 3T3-L1 adipocytes exhibits elevated gene expression of brown AT (BAT)/mitochondrial
markers such as Peroxisome proliferator-activated receptor-gamma coactivator-1alpha
(PGC-1α). Exogenous TGF-β1 is able to inhibit the PGC-1α promoter in 3T3-L1 cells [170].
This result suggests that B. breve may promote regulatory TGF-β and reduce obesity in
infants via inhibiting the TGF-β/Smad3 signalling pathway.
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5.2. Streptococcus Thermophilus

Streptococcus spp. particularly S. thermophilus is able to produce L(+)-Lactic acid as the
main CHO fermentation end product [171] and acetate from pyruvate via the acetyl-CoA
and the Wood–Ljungdahl pathway of CO2 fixation, in which acetate is produced through
the C1-body and the carbon monoxide methyl branches [172]. The S. thermophilus strain
ATCC19258 metabilizesfucosylated human milk oligosaccharides (HMOs) (2′-FL or 3-FL)
into lactate [173].

One RCT reported that a daily administration of S. thermophilus to overweight and
obese children for 8 weeks did reduce BMI, LDL-C and TG [145]. A recent RCT has shown
that supplementation of infant formula with prebiotic oligosaccharides, B. breve C50 and
S. thermophilus O65 resulted in modulated gut microbiota and increased levels of secretory
immunoglobulin A (SIgA) in the fecal contents of breastfed infants [174]. SIgA is capable
of inhibiting pro-inflammatory cytokines associated with the pathogenic microorganisms
in the intestinal epithelium. Following birth, specific IgA maternal antibodies have a direct
effect on the infant’s gastrointestinal tract through its ability to associate with commensal
microorganisms and enhance their immune function via the SIgA-specific receptor on
the intestinal M cells [175]. TGF-β1 in colostrum has a significant effect on increasing
SIgA production in infants [176]. One experimental study showed that non-colonized
infants with Group B Streptococcus (GBS), a leading cause of infant mortality, were more
likely to receive high colostral IgA antibody and low colostral TNF-α, IL-6 and IL-10
compared to colonized infants, suggesting that IgA antibody may contribute to reduced
risk of GBS colonization and promote the maturation of the infant gut immune system [177].
Increased colonic fecal IgA levels in vitro was found to regulate obesity-related insulin
resistance [178]. Intestinal B cells, T-cells and antibody-secreting cells (ASCs) have been
shown to regulate obesity. Diet-induced obesity contributes to intestinal dysfunction,
which is associated with reduced B cells and intestinal IgA+ ASCs and increased numbers
of intestinal intra-epithelial CD8αβ+ T cells, leading to decreased SIgA levels. IgA+ ASCs
may regulate AT inflammation by producing anti-inflammatory cytokines [179]. Therefore,
it can be suggested that S. thermophilus may have a potential anti-obesogenic role in infants
by producing SIgA, which has the potential to regulate AT inflammation.

5.3. Blautia spp.

Blautia spp. dominate the fecal microbiota of infants and breastfeeding mothers [180]
and are known to be acetogenic bacteria among the hydrogenotrophic microbes present in
the infant gut [181], which produce acetate from hydrogen and carbon dioxide through
reductive acetogenesis using the Wood–Ljungdahl pathway, and the resulting acetate leads
to the formation of butyrate [182].

Blautia spp. are included among SCFA-producing bacteria that showed a negative
association with obesity in infants [28]. The relative abundance of Blautia is found to be
significantly depleted in infants born to obese mothers [183]. A cross-sectional study has
shown that pregnant women with GDM had a negative association between HOMA-IR,
insulin and Blautia [184]. An experimental study showed that the depletion of B. wexlerae
and B. luti spp. in the gut microbiota composition of obese children is associated with in-
sulin resistance and increased production of pro-inflammatory cytokines and chemokines,
including TNF-α, gamma interferon (IFN-γ) and MCP-1. The same study revealed that a
high relative abundance of Blautia spp. in normal-weight children exerts anti-inflammatory
effects on PBMCs by increasing the anti-inflammatory to pro-inflammatory cytokine ratios
(IL4-TNF-α, IL4-FN-γ) [185]. PBMCs have been considered as representative of the alter-
ations in inflammation-related adipokines, which may contribute to metabolic inflamma-
tion, leading to obesity and other related diseases [186]. Stimulation of the TLR signalling
pathway, particularly TLR4 in obesity-induced inflammation by LPS in PBMCs may lead
to increase pro-inflammatory cytokine production such as TNF-α and NF-κB [187]. PBMCs
isolated from obese children were found to produce pro-inflammatory IL-1β levels and
increases in microRNA33a and microRNA33b expression [188]. This suggests that Blautia
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spp. exerts anti-inflammatory effects on obesity by reducing inflammatory responses in
obese AT.

5.4. Bacteroides spp.

Bacteroides spp. increase the production of acetate, propionate and butyrate as major
end-products of fermentation of resistant starch in weaned infants′feces [189]. Bacteroides
spp. produce propionate in the human gut through the succinate pathway, and acetate
from pyruvate through the acetyl-CoA pathway [172].

A few studies have revealed that gut colonization with Bacteroides is significantly
depleted in obese children [28,183,190,191] and pregnant women [184,192]. The relative
abundance of Bacteroides spp. in infants may modulate immune response and gut in-
flammationby reducing the production of pro-inflammatory cytokines [26]. B. fragilis
exerts anti-inflammatory activity in vitro as indicated by production of surface capsular
polysaccharide A (PSA) in DCs, which stimulates the TLR2 signalling pathway as a me-
diator to induce CD39+ Foxp3+ regulatory T cells (Tregs) with suppressed LPS-induced
pro-inflammatory cytokine secretion [193]. In obese individuals, reduced numbers of
circulating CD4+CD25+CD127−Foxp3 Treg have been observed in PBMCs [194]. Tregs
act as a subset of CD4+ T cells in human visceral AT that may result in activated anti-
inflammatory mechanisms, where they may be involved in reducing the production of
inflammatory cytokines associated with obesity [195]. A lack of Tregs in obese children
leads to chronic low-grade systemic inflammation, glucose metabolic dysfunction and
autoimmune diseases. In adaptive immunity, leptin exerts pro-inflammatory effects in
AT through enhancing the proliferation of B and CD4+ T lymphocytes toward producing
pro-inflammatory cytokines and reducing the production of anti-inflammatory Th2 cy-
tokines [196].It is, therefore, suggested that B. fragilis may exert anti-inflammatory effects
on AT in infants, due to their ability to modulate immune cell function and ameliorate AT
inflammation. Further studies are needed to explore the mechanisms by which B. fragilis
exert their anti-obesogenic effects in early childhood.

The gut commensal anaerobic B. thetaiotaomicron has been shown to regulate local im-
mune responses and display potent anti-inflammatory activity to reduce pro-inflammatory
cytokine expression in vitro by reducing nuclear export of NF-κB subunit relaxed (relA)
aspartate-auxotrophic accumulation via a PPAR-γ-dependent pathway activation [197].
PPAR-γ activation has a beneficial effect on improving AT function and glycemic con-
trol/insulin sensitivity, reducing production of inflammatory mediators/macrophage-
specific genes and preventing progression of metabolic disorders [51]. Thiazolidinediones
are PPAR-γ agonists which regulate the expression of genes involved in reducing hepatic
fat content and improving hepatic insulin sensitivity in vitro [51]. PPAR-γ concentrations
have been found to be significantly lower in obese children than normal weight coun-
terparts [198]. Inhibition of PPARγ expression in PBMCs is responsible for decreased
angiopoietin-like protein 4 (ANGPTL4) levels in obese children, which play a role in reduc-
ing hepatic glucose production and promoting insulin sensitivity [199]. In one experimental
study, reduced PPAR-γ expression in infant cell cultures was found to be associated with
maternal obesity. Cells from infant of mothers with obesity showed mRNA (i.e., miR-1301,
miR-221, miR-155) and PPAR-γ expression inhibition, and inflammatory cytokine (IL-6,
IL-1β, TNF-α) expression upregulation [200]. This suggests that B. thetaiotaomicron may
contribute to reducing obesity in infants by protecting AT against inflammatory cytokines
by activating PPARγ expression.

The mechanisms by which the VLCKD during pregnancy and lactation may reduce
obesity in infants are summarized in Figure 1.
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6. Conclusions

The VLCKD has been proven effective as a restricted dietary pattern for treating
obesity. However, its influence during pregnancy and lactation on SCFA-producing bacteria
in infant gut microbiota and its mechanisms of action in the treatment of obesityare still
unknown. Low CHO, high-fat and moderate-protein in a VLCKD regimen would be
beneficial to maintain a continuous state of ketosis. Maintaining a nutritional ketosis is
characterized by increased levels of ACA and βOHB in the blood, which are the main KBs
that serve as energy sources during periods where CHO stores are reduced in the liver. The
βOHB and SCFAs can influence epigenetic changes in infant obese gene expression and
exert potential anti-obesity and anti-inflammatory effects by targeting obesity-associated
inflammation via interactions of the hypothalamic appetite-regulating hormones leptin
and insulin.

SCFAs appear to be the key microbial metabolites mediating VLCKD-infant gut
microbiota relationships. Maternal VLCKD rich in PUFA, vegetable protein, dietary fibre,
linoleic (ω-6) fatty acid and polyphenols stimulates the relative abundance of infant gut
SCFA-producing bacteria, which may also utilize lactate as a substrate for SCFA production.
SCFA-producing bacteria, including Bifidobacterium spp., Lactobacillus spp., S. thermophilus,
Blautia spp. and Bacteroides spp. may be a potential treatment for obesity in infants.
Bifidobacterium spp. exerts anti-inflammatory activity in ATby increasing AhR ligand ILA
production, which may in turn lead to downregulation of pro-inflammatory cytokines.
Lactobacillus spp. exerts an inhibitory effect on LPS-induced-pro-inflammatory cytokines in
obese AT. S. thermophilus may regulate AT inflammation and enhance the maturation of the
infant gut immune system via increasing SIgA production. Blautia spp. and B. fragilis exert
anti-inflammatory effects on cytokine production in AT via regulating the TLR signalling
pathway. B. thetaiotaomicron exerts anti-inflammatory effects in AT through activating
PPARγ expression. Further studies would be needed to assess the safety of VLCKD during
pregnancy and lactation to illuminate its potential influence on infant gut SCFA-producing
bacteria. Further RCTs would also be needed to elucidate the mechanisms by which
SCFA-producing bacteria exert their anti-inflammatory effects in AT in early childhood.

Funding: This review received no financial support.

Institutional Review Board Statement: Not applicable.



Nutrients 2021, 13, 3702 12 of 19

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The author declares no conflict of interest.

References
1. Batch, J.T.; Lamsal, S.P.; Adkins, M.; Sultan, S.; Ramirez, M.N. Advantages and disadvantages of the ketogenic diet. A review

article. Cureus 2020, 12, e9639.
2. Shilpa, J.; Mohan, V. Ketogenic diets: Boon or bane? Indian J. Med. Res. 2018, 148, 251–253.
3. Masood, W.; Annamaraju, P.; Uppaluri, K.R. Ketogenic Diet. In StatPearls; StatPearls Publishing: Treasure Island, FL, USA, 2020.
4. Feinman, R.D.; Pogozelski, W.K.; Astrup, A.; Bernstein, R.K.; Fine, E.J.; Westman, E.C.; Accurso, A.; Frassetto, L.; Gower, B.A.;

McFarlane, S.I.; et al. Dietary carbohydrate restriction as the first approach in diabetes management: Critical review and evidence
base. Nutrition 2015, 31, 1–13. [CrossRef]

5. Longo, R.; Peri, C.; Cricrì, D.; Coppi, L.; Caruso, D.; Mitro, N.; De Fabiani, E.; Crestani, M. Ketogenic diet: A new light shining on
old but gold biochemistry. Nutrients 2019, 11, 2497. [CrossRef]

6. Cooley, J. Keto Diet: The Fat-Burning Health Benefits of Ketogenic Diet Foods. University Health News. Available online:
https://universityhealthnews.com/daily/nutrition/keto-diet-health-benefits-of-ketogenic-diet (accessed on 19 December 2018).

7. Bueno, N.B.; de Melo, I.S.; de Oliveira, S.L.; da Rocha Ataide, T. Very-low-carbohydrate ketogenic diet v. low-fat diet for long-term
weight loss: A meta-analysis of randomised controlled trials. Br. J. Nutr. 2013, 110, 1178–1187. [CrossRef]

8. Mansoor, N.; Vinknes, K.J.; Veierød, M.B.; Retterstøl, K. Effects of low-carbohydrate diets v. low-fat diets on body weight and
cardiovascular risk factors: A meta-analysis of randomised controlled trials. Br. J. Nutr. 2016, 115, 466–479. [CrossRef]

9. Gjuladin-Hellon, T.; Davies, I.G.; Penson, P.; Baghbadorani, R.A. Effects of carbohydrate-restricted diets on low-density lipoprotein
cholesterol levels in overweight and obese adults: A systematic review and meta-analysis. Nutr. Rev. 2019, 77, 161–180. [CrossRef]

10. Ting, R.; Dugré, N.; Allan, G.M.; Lindblad, A.J. Ketogenic diet for weight loss. Can. Fam. Physician 2018, 64, 906.
11. Ludwig, D.S. The ketogenic diet: Evidence for optimism but high-quality research needed. J. Nutr. 2020, 150, 1354–1359.

[CrossRef] [PubMed]
12. Muscogiuri, G.; Barrea, L.; Laudisio, D.; Pugliese, G.; Salzano, C.; Savastano, S.; Colao, A. The management of very low-calorie

ketogenic diet in obesity outpatient clinic: A practical guide. Transl. Med. 2019, 17, 356. [CrossRef] [PubMed]
13. Dashti, H.M.; Mathew, T.C.; Hussein, T.; Asfar, S.K.; Behbahani, A.; Khoursheed, M.A.; Al-Sayer, H.M.; Bo-Abbas, Y.Y.;

Al-Zaid, N.S. Long-term effects of a ketogenic diet in obese patients. Exp. Clin. Cardiol. 2004, 9, 200–205.
14. Ríos-Covián, D.; Ruas-Madiedo, P.; Margolles, A.; Gueimonde, M.; de Los Reyes-Gavilán, C.G.; Salazar, N. Intestinal short chain

fatty acids and their link with diet and human health. Front. Microbiol. 2016, 7, 185. [CrossRef]
15. Louis, P.; Flint, H.J. Formation of propionate and butyrate by the human colonic microbiota. Environ. Microbiol. 2017, 19, 29–41.

[CrossRef] [PubMed]
16. Flint, H.J.; Duncan, S.H.; Scott, K.P.; Louis, P. Links between diet, gut microbiota composition and gut metabolism. Proc. Nutr. Soc.

2015, 74, 13–22. [CrossRef] [PubMed]
17. Vacca, M.; Celano, G.; Calabrese, F.M.; Portincasa, P.; Gobbetti, M.; De Angelis, M. The controversial role of human gut

Lachnospiraceae. Microorganisms 2020, 8, 573. [CrossRef]
18. Milani, C.; Duranti, S.; Bottacin, F.; Casey, E.; Turroni, F.; Mahony, J.; Belzer, C.; Palacio, S.D.; Montes, S.A.; Mancabelli, L.; et al.

The first microbial colonizers of the human Gut: Composition, activities, and health implications of the infant gut microbiota.
Microbiol. Mol. Biol. Rev. 2017, 81, e00036-17. [CrossRef] [PubMed]

19. Bridgman, S.L.; Azad, M.B.; Field, C.J.; Haqq, A.M.; Becker, A.B.; Mandhane, P.J.; Subbarao, P.; Turvey, S.E.; Sears, M.R.; Scott, J.A.;
et al. Fecal short-chain fatty acid variations by breastfeeding status in infants at 4 months: Differences in relative versus absolute
concentrations. Front. Nutr. 2017, 4, 11. [CrossRef]

20. Den Besten, G.; van Eunen, K.; Groen, A.K.; Venema, K.; Reijngoud, D.; Bakker, B.M. The role of short-chain fatty acids in the
interplay between diet, gut microbiota, and host energy metabolism. J. Lipid Res. 2013, 54, 2325–2340. [CrossRef] [PubMed]

21. Cavaleri, F.; Bashar, E. Potential synergies of β-hydroxybutyrate and butyrate on the modulation of metabolism, inflammation,
cognition, and general health. J. Nutr. Metab. 2018, 2018, 7195760. [CrossRef]

22. Newman, J.C.; Verdin, E. β-hydroxybutyrate: Much more than a metabolite. Diabetes Res. Clin. Pract. 2014, 106, 173–181.
[CrossRef]

23. Miro-Blanch, J.; Yanes, O. Epigenetic regulation at the interplay between gut microbiota and host metabolism. Front. Genet. 2019,
10, 638. [CrossRef] [PubMed]

24. Liu, H.; Wang, J.; He, T.; Becker, S.; Zhang, G.; Li, D.; Ma, X. Butyrate: A double-edged sword for health? Adv. Nutr. 2018, 9,
21–29. [CrossRef] [PubMed]

25. Puchalska, P.; Crawford, P.A. Multi-dimensional roles of ketone bodies in fuel metabolism, signaling, and therapeutics. Cell
Metab. 2017, 25, 262–284. [CrossRef] [PubMed]

26. Alsharairi, N.A. The role of short-chain fatty acids in the interplay between a very low-calorie ketogenic diet and the infant gut
microbiota and its therapeutic implications for reducing asthma. Int. J. Mol. Sci. 2020, 21, 9580. [CrossRef]

http://doi.org/10.1016/j.nut.2014.06.011
http://doi.org/10.3390/nu11102497
https://universityhealthnews.com/daily/nutrition/keto-diet-health-benefits-of-ketogenic-diet
http://doi.org/10.1017/S0007114513000548
http://doi.org/10.1017/S0007114515004699
http://doi.org/10.1093/nutrit/nuy049
http://doi.org/10.1093/jn/nxz308
http://www.ncbi.nlm.nih.gov/pubmed/31825066
http://doi.org/10.1186/s12967-019-2104-z
http://www.ncbi.nlm.nih.gov/pubmed/31665015
http://doi.org/10.3389/fmicb.2016.00185
http://doi.org/10.1111/1462-2920.13589
http://www.ncbi.nlm.nih.gov/pubmed/27928878
http://doi.org/10.1017/S0029665114001463
http://www.ncbi.nlm.nih.gov/pubmed/25268552
http://doi.org/10.3390/microorganisms8040573
http://doi.org/10.1128/MMBR.00036-17
http://www.ncbi.nlm.nih.gov/pubmed/29118049
http://doi.org/10.3389/fnut.2017.00011
http://doi.org/10.1194/jlr.R036012
http://www.ncbi.nlm.nih.gov/pubmed/23821742
http://doi.org/10.1155/2018/7195760
http://doi.org/10.1016/j.diabres.2014.08.009
http://doi.org/10.3389/fgene.2019.00638
http://www.ncbi.nlm.nih.gov/pubmed/31338107
http://doi.org/10.1093/advances/nmx009
http://www.ncbi.nlm.nih.gov/pubmed/29438462
http://doi.org/10.1016/j.cmet.2016.12.022
http://www.ncbi.nlm.nih.gov/pubmed/28178565
http://doi.org/10.3390/ijms21249580


Nutrients 2021, 13, 3702 13 of 19

27. Alsharairi, N.A. The infant gut microbiota and risk of asthma: The effect of maternal nutrition during pregnancy and lactation.
Microorganisms 2020, 8, 1119. [CrossRef]

28. García-Mantrana, I.; Selma-Royo, M.; González, S.; Parra-Llorca, A.; Martínez-Costa, C.; Collado, M.C. Distinct maternal
microbiota clusters are associated with diet during pregnancy: Impact on neonatal microbiota and infant growth during the first
18 months of life. Gut Microbes 2020, 11, 962–978. [CrossRef]

29. Baroni, L.; Goggi, S.; Battaglino, R.; Berveglieri, M.; Fasan, I.; Filippin, D.; Griffith, P.; Rizzo, G.; Tomasini, C.; Tosatti, M.A.; et al.
Vegan nutrition for mothers and children: Practical tools for healthcare providers. Nutrients 2019, 11, 5. [CrossRef]

30. Maher, S.E.; O’Brien, E.C.; Moore, R.L.; Byrne, D.F.; Geraghty, A.A.; Saldova, R.; Murphy, E.F.; Van Sinderen, D.; Cotter, P.D.;
McAuliffe, F.M. The association between the maternal diet and the maternal and infant gut microbiome: A systematic review. Br.
J. Nutr. 2020, 4, 1–29. [CrossRef] [PubMed]

31. Lee, H. The interaction between gut microbiome and nutrients on development of human disease through epigenetic mechanisms.
Genom. Inform. 2019, 17, e24. [CrossRef]

32. Indrio, F.; Martini, S.; Francavilla, R.; Corvaglia, L.; Cristofori, F.; Mastrolia, S.A.; Neu, J.; Rautava, S.; Spena, G.R.; Raimondi, F.;
et al. Epigenetic matters: The link between early nutrition, microbiome, and long-term health development. Front. Pediatr. 2017,
5, 178. [CrossRef]

33. Gray, L.E.; O’Hely, M.; Ranganathan, S.; Sly, P.D.; Vuillermin, P. The maternal diet, gut bacteria, and bacterial metabolites during
pregnancy influence offspring asthma. Front. Immunol. 2017, 8, 365. [CrossRef]

34. LeBlanc, J.G.; Chain, F.; Martín, R.; Bermúdez-Humarán, L.G.; Courau, S.; Langella, P. Beneficial effects on host energy metabolism
of short-chain fatty acids and vitamins produced by commensal and probiotic bacteria. Microb. Cell Fact. 2017, 16, 79. [CrossRef]

35. Gomez de Agüero, M.; Ganal-Vonarburg, S.C.; Fuhrer, T.; Rupp, S.; Uchimura, Y.; Li, H.; Steinert, A.; Heikenwalder, M.;
Hapfelmeier, S.; Sauer, U.; et al. The maternal microbiota drives early postnatal innate immune development. Science 2016, 351,
1296–1302. [CrossRef]

36. Vuillermin, P.J.; Macia, L.; Nanan, R.; Tang, M.L.; Collier, F.; Brix, S. The maternal microbiome during pregnancy and allergic
disease in the offspring. In Seminars in Immunopathology; Springer: Berlin/Heidelberg, Germany, 2017; Volume 39, pp. 669–675.

37. Pannaraj, P.; Li, F.; Cerini, C.; Bender, J.; Yang, S.; Rollie, A.; Adisetiyo, H.; Zabih, S.; Lincez, P.J.; Bittinger, K.; et al. Association
between breast milk bacterial communities and establishment and development of the infant gut microbiome. JAMA Pediatr.
2017, 171, 647–654. [CrossRef] [PubMed]

38. Fernández, L.; Langa, S.; Martín, V.; Maldonado, A.; Jiménez, E.; Martín, R.; Rodríguez, J.M. The human milk microbiota: Origin
and potential roles in health and disease. Pharmacol. Res. 2013, 69, 1–10. [CrossRef]

39. Rodriguez, J.M. The origin of human milk bacteria: Is there a bacterial entero-mammary pathway during late pregnancy and
lactation? Adv. Nutr. Int. Rev. J. 2014, 5, 779–784. [CrossRef] [PubMed]

40. Stinson, L.F.; Gay, M.C.L.; Koleva, P.T.; Eggesbø, M.; Johnson, C.C.; Wegienka, G.; du Toit, E.; Shimojo, N.; Munblit, D.;
Campbell, D.E.; et al. Human milk from atopic mothers has lower levels of short chain fatty acids. Front. Immunol. 2020, 11, 1427.
[CrossRef]

41. Hruby, A.; Hu, F.B. The epidemiology of obesity: A big picture. Pharmacoeconomics 2015, 33, 673–689. [CrossRef]
42. Koleva, P.T.; Bridgman, S.L.; Kozyrskyj, A.L. The infant gut microbiome: Evidence for obesity risk and dietary intervention.

Nutrients 2015, 7, 2237–2260. [CrossRef] [PubMed]
43. Lifschitz, C. Early life factors influencing the risk of obesity. Pediatr. Gastroenterol. Hepatol. Nutr. 2015, 18, 217–223. [CrossRef]
44. Morgen, C.S.; Ängquist, L.; Baker, J.L.; Andersen, A.M.N.; Michaelsen, K.F.; Sørensen, T.I.A. Prenatal risk factors influencing

childhood BMI and overweight independent of birth weight and infancy BMI: A path analysis within the Danish National Birth
Cohort. Int. J. Obes. 2018, 42, 594–602. [CrossRef]

45. Rampelli, S.; Guenther, K.; Turroni, S.; Wolters, M.; Veidebaum, T.; Kourides, Y.; Molnár, D.; Lissner, L.; Benitez-Paez, A.; Sanz, Y.;
et al. Pre-obese children’s dysbiotic gut microbiome and unhealthy diets may predict the development of obesity. Commun. Biol.
2018, 1, 222. [CrossRef]

46. Karvonen, A.M.; Sordillo, J.E.; Gold, D.R.; Bacharier, L.B.; O’Connor, G.T.; Zeiger, R.S.; Beigelman, A.; Weiss, S.T.; Litonjua, A.A.
Gut microbiota and overweight in 3-year old children. Int. J. Obes. 2019, 43, 713–723. [CrossRef]

47. Ouni, M.; Schürmann, A. Epigenetic contribution to obesity. Mamm. Genome 2020, 31, 134–145. [CrossRef] [PubMed]
48. Sun, L.; Ma, L.; Ma, Y.; Zhang, F.; Zhao, C.; Yongzhan, N. Insights into the role of gut microbiota in obesity: Pathogenesis,

mechanisms, and therapeutic perspectives. Protein. Cell 2018, 9, 397–403. [CrossRef] [PubMed]
49. Tun, H.M.; Bridgman, S.L.; Chari, R.; Field, C.J.; Guttman, D.S.; Becker, A.B.; Mandhane, P.J.; Turvey, S.E.; Subbarao, P.; Sears, M.R.;

et al. Roles of birth mode and infant gut microbiota in intergenerational transmission of overweight and obesity from mother to
offspring. JAMA Pediatr. 2018, 172, 368–377. [CrossRef] [PubMed]

50. Zatterale, F.; Longo, M.; Naderi, J.; Raciti, G.A.; Desiderio, A.; Miele, C.; Beguinot, F. Chronic adipose tissue inflammation linking
obesity to insulin resistance and type 2 diabetes. Front. Physiol. 2019, 10, 1607. [CrossRef] [PubMed]

51. Sharma, A.M.; Staels, B. Review: Peroxisome proliferator-activated receptor gamma and adipose tissue–understanding obesity-
related changes in regulation of lipid and glucose metabolism. J. Clin. Endocrinol. Metab. 2007, 92, 386–395. [CrossRef]
[PubMed]

52. Malti, N.; Merzouk, H.; Merzouk, S.A.; Loukidi, B.; Karaouzene, N.; Malti, A.; Narce, M. Oxidative stress and maternal obesity:
Feto-placental unit interaction. Placenta 2014, 35, 411–416. [CrossRef]

http://doi.org/10.3390/microorganisms8081119
http://doi.org/10.1080/19490976.2020.1730294
http://doi.org/10.3390/nu11010005
http://doi.org/10.1017/S0007114520000847
http://www.ncbi.nlm.nih.gov/pubmed/32129734
http://doi.org/10.5808/GI.2019.17.3.e24
http://doi.org/10.3389/fped.2017.00178
http://doi.org/10.3389/fimmu.2017.00365
http://doi.org/10.1186/s12934-017-0691-z
http://doi.org/10.1126/science.aad2571
http://doi.org/10.1001/jamapediatrics.2017.0378
http://www.ncbi.nlm.nih.gov/pubmed/28492938
http://doi.org/10.1016/j.phrs.2012.09.001
http://doi.org/10.3945/an.114.007229
http://www.ncbi.nlm.nih.gov/pubmed/25398740
http://doi.org/10.3389/fimmu.2020.01427
http://doi.org/10.1007/s40273-014-0243-x
http://doi.org/10.3390/nu7042237
http://www.ncbi.nlm.nih.gov/pubmed/25835047
http://doi.org/10.5223/pghn.2015.18.4.217
http://doi.org/10.1038/ijo.2017.217
http://doi.org/10.1038/s42003-018-0221-5
http://doi.org/10.1038/s41366-018-0290-z
http://doi.org/10.1007/s00335-020-09835-3
http://www.ncbi.nlm.nih.gov/pubmed/32279091
http://doi.org/10.1007/s13238-018-0546-3
http://www.ncbi.nlm.nih.gov/pubmed/29725936
http://doi.org/10.1001/jamapediatrics.2017.5535
http://www.ncbi.nlm.nih.gov/pubmed/29459942
http://doi.org/10.3389/fphys.2019.01607
http://www.ncbi.nlm.nih.gov/pubmed/32063863
http://doi.org/10.1210/jc.2006-1268
http://www.ncbi.nlm.nih.gov/pubmed/17148564
http://doi.org/10.1016/j.placenta.2014.03.010


Nutrients 2021, 13, 3702 14 of 19

53. Young, B.E.; Patinkin, Z.W.; Pyle, L.; de la Houssaye, B.; Davidson, B.S.; Geraghty, S.; Morrow, A.; Krebs, N. Markers of oxidative
stress in human milk do not differ by maternal BMI but are related to infant growth trajectories. Matern. Child. Health J. 2017, 21,
1367–1376. [CrossRef]

54. Alcala, M.; Gutierrez-Vega, S.; Castro, E.; Guzman-Gutiérrez, E.; Ramos-Álvarez, M.P.; Viana, M. Antioxidants and oxidative
stress: Focus in obese pregnancies. Front. Physiol. 2018, 9, 1569. [CrossRef] [PubMed]

55. Enstad, S.; Cheema, S.; Thomas, R.; Fichorova, R.N.; Martin, C.R.; O’Tierney-Ginn, P.; Wagner, C.L.; Sen, S. The impact of maternal
obesity and breast milk inflammation on developmental programming of infant growth. Eur. J. Clin. Nutr. 2021, 75, 180–188.
[CrossRef] [PubMed]

56. Manna, P.; Jain, S.K. Obesity, oxidative stress, adipose tissue dysfunction, and the associated health risks: Causes and therapeutic
strategies. Metab. Syndr. Relat. Disord. 2015, 13, 423–444. [CrossRef] [PubMed]

57. Pizzino, G.; Irrera, N.; Cucinotta, M.; Pallio, G.; Mannino, F.; Arcoraci, V.; Squadrito, F.; Altavilla, D.; Bitto, A. Oxidative stress:
Harms and benefits for human health. Oxid. Med. Cell Longev. 2017, 2017, 8416763. [CrossRef]

58. Morrison, D.J.; Preston, T. Formation of short chain fatty acids by the gut microbiota and their impact on human metabolism. Gut
Microbes 2016, 7, 189–200. [CrossRef]

59. Ahmadi, S.; Mainali, R.; Nagpal, R.; Sheikh-Zeinoddin, M.; Soleimanian-Zad, S.; Wang, S.; Deep, G.; Mishra, S.K.; Yadav, H.
Dietary polysaccharides in the amelioration of gut microbiome dysbiosis and metabolic diseases. Obes. Control. Ther. 2017, 4.
[CrossRef]

60. Paoli, A.; Bosco, G.; Camporesi, E.M.; Mangar, D. Ketosis, ketogenic diet and food intake control: A complex relationship. Front.
Psychol. 2015, 6, 27. [CrossRef] [PubMed]

61. Miller, G.D. Appetite regulation: Hormones, peptides, and neurotransmitters and their role in obesity. Am. J. Lifestyle Med. 2019,
13, 586–601. [CrossRef]

62. Gao, S.; Moran, T.H.; Lopaschuk, G.D.; Butler, A.A. Hypothalamic malonyl-CoA and the control of food intake. Physiol. Behav.
2013, 122, 17–24. [CrossRef]

63. Paoli, A.; Bianco, A.; Grimaldi, K.A.; Lodi, A.; Bosco, G. Long term successful weight loss with a combination biphasic ketogenic
Mediterranean diet and Mediterranean diet maintenance protocol. Nutrients 2013, 5, 5205–5217. [CrossRef] [PubMed]

64. Michalczyk, M.M.; Klonek, G.; Maszczyk, A.; Zajac, A. The effects of a low calorie ketogenic diet on glycaemic control variables
in hyperinsulinemic overweight/obese females. Nutrients 2020, 12, 1854. [CrossRef]

65. Vranceanu, M.; Pickering, C.; Filip, L.; Pralea, I.E.; Sundaram, S.; Al-Saleh, A.; Popa, D.; Grimaldi, K.A. A comparison of a
ketogenic diet with a LowGI/nutrigenetic diet over 6 months for weight loss and 18-month follow-up. BMC Nutr. 2020, 6, 53.
[CrossRef]

66. Shore, S.A.; Cho, Y. Obesity and asthma: Microbiome-metabolome interactions. Am. J. Respir. Cell Mol. Biol. 2016, 54, 609–617.
[CrossRef]

67. Bourdages, M.; Demers, M.; Dubé, S.; Gasse, C.; Girard, M.; Boutin, A.; Ray, J.G.; Bujold, E.; Demers, S. First-trimester abdominal
adipose tissue thickness to predict gestational diabetes. J. Obstet. Gynaecol. Can. 2018, 40, 883–887. [CrossRef]

68. Newbern, D.; Freemark, M. Placental hormones and the control of maternal metabolism and fetal growth. Curr. Opin. Endocrinol.
Diabetes Obes. 2011, 18, 409–416. [CrossRef]

69. Parrettini, S.; Caroli, A.; Torlone, E. Nutrition and metabolic adaptations in physiological and complicated pregnancy: Focus on
obesity and gestational diabetes. Front. Endocrinol. 2020, 11, 611929. [CrossRef]

70. Lacroix, M.; Battista, M.; Doyon, M.; Moreau, J.; Patenaude, J.; Guillemette, L.; Ménard, J.; Ardilouze, J.; Perron, P.; Hivert, M.
Higher maternal leptin levels at second trimester are associated with subsequent greater gestational weight gain in late pregnancy.
BMC Pregnancy Childbirth 2016, 16, 62. [CrossRef] [PubMed]

71. Kaar, J.L.; Brinton, J.T.; Crume, T.; Hamman, R.F.; Glueck, D.H.; Dabelea, D. Leptin levels at birth and infant growth: The EPOCH
study. J. Dev. Orig. Health Dis. 2014, 5, 214–218. [CrossRef] [PubMed]

72. Smith, M.S.; True, C.; Grove, K.L. The neuroendocrine basis of lactation-induced suppression of GnRH: Role of kisspeptin and
leptin. Brain Res. 2010, 1364, 139–152. [CrossRef] [PubMed]

73. Powe, C.E.; Puopolo, K.M.; Newburg, D.S.; Lönnerdal, B.; Chen, C.; Allen, M.; Merewood, A.; Worden, S.; Welt, C.K. Effects of
recombinant human prolactin on breast milk composition. Pediatrics 2011, 127, e359–e366. [CrossRef] [PubMed]

74. Wang, Y.Y.; Zhang, Z.J.; Yao, W.; Morrow, A.; Peng, Y.M. Variation of maternal milk adiponectin and its correlation with infant
growth. ZhonghuaErKe Za Zhi Chin. J. Pediatr. 2011, 49, 338–343.

75. Savino, F.; Sardo, A.; Rossi, L.; Benetti, S.; Savino, A.; Silvestro, L. Mother and infant body mass index, breast milk leptin and their
serum leptin values. Nutrients 2016, 8, 383. [CrossRef] [PubMed]

76. Kugananthan, S.; Lai, C.T.; Gridneva, Z.; Mark, P.J.; Geddes, D.T.; Kakulas, F. Leptin levels are higher in whole compared to skim
human milk, supporting a cellular contribution. Nutrients 2016, 8, 711. [CrossRef] [PubMed]

77. Gila-Diaz, A.; Arribas, S.M.; Algara, A.; Martín-Cabrejas, M.A.; López de Pablo, A.L.; Sáenz de Pipaón, M.; Ramiro-Cortijo, D. A
review of bioactive factors in human breastmilk: A focus on prematurity. Nutrients 2019, 11, 1307. [CrossRef] [PubMed]

78. Savino, F.; Liguori, S.A.; Sorrenti, M.; Fissore, M.F.; Oggero, R. Breast milk hormones and regulation of glucose homeostasis. Int. J.
Pediatr. 2011, 2011, 803985. [CrossRef] [PubMed]

79. Badillo-Suárez, P.A.; Rodríguez-Cruz, M.; Nieves-Morales, X. Impact of metabolic hormones secreted in human breast milk on
nutritional programming in childhood obesity. J. Mammary Gland Biol. Neoplasia 2017, 22, 171–191. [CrossRef]

http://doi.org/10.1007/s10995-016-2243-2
http://doi.org/10.3389/fphys.2018.01569
http://www.ncbi.nlm.nih.gov/pubmed/30459642
http://doi.org/10.1038/s41430-020-00720-5
http://www.ncbi.nlm.nih.gov/pubmed/32814855
http://doi.org/10.1089/met.2015.0095
http://www.ncbi.nlm.nih.gov/pubmed/26569333
http://doi.org/10.1155/2017/8416763
http://doi.org/10.1080/19490976.2015.1134082
http://doi.org/10.15226/2374-8354/4/2/00140
http://doi.org/10.3389/fpsyg.2015.00027
http://www.ncbi.nlm.nih.gov/pubmed/25698989
http://doi.org/10.1177/1559827617716376
http://doi.org/10.1016/j.physbeh.2013.07.014
http://doi.org/10.3390/nu5125205
http://www.ncbi.nlm.nih.gov/pubmed/24352095
http://doi.org/10.3390/nu12061854
http://doi.org/10.1186/s40795-020-00370-7
http://doi.org/10.1165/rcmb.2016-0052PS
http://doi.org/10.1016/j.jogc.2017.09.026
http://doi.org/10.1097/MED.0b013e32834c800d
http://doi.org/10.3389/fendo.2020.611929
http://doi.org/10.1186/s12884-016-0842-y
http://www.ncbi.nlm.nih.gov/pubmed/27004421
http://doi.org/10.1017/S204017441400021X
http://www.ncbi.nlm.nih.gov/pubmed/24901661
http://doi.org/10.1016/j.brainres.2010.08.038
http://www.ncbi.nlm.nih.gov/pubmed/20727862
http://doi.org/10.1542/peds.2010-1627
http://www.ncbi.nlm.nih.gov/pubmed/21262884
http://doi.org/10.3390/nu8060383
http://www.ncbi.nlm.nih.gov/pubmed/27338468
http://doi.org/10.3390/nu8110711
http://www.ncbi.nlm.nih.gov/pubmed/27834797
http://doi.org/10.3390/nu11061307
http://www.ncbi.nlm.nih.gov/pubmed/31185620
http://doi.org/10.1155/2011/803985
http://www.ncbi.nlm.nih.gov/pubmed/21760816
http://doi.org/10.1007/s10911-017-9382-y


Nutrients 2021, 13, 3702 15 of 19

80. Kratzsch, J.; Bae, Y.J.; Kiess, W. Adipokines in human breast milk. Best Pract. Res. Clin. Endocrinol. Metab. 2018, 32, 27–38.
[CrossRef] [PubMed]

81. Lemas, D.J.; Young, B.E.; Baker, P.R.; Tomczik, A.C.; Soderborg, T.K.; Hernandez, T.L.; de la Houssaye, B.A.; Robertson, C.E.;
Rudolph, M.C.; Ir, D.; et al. Alterations in human milk leptin and insulin are associated with early changes in the infant intestinal
microbiome. Am. J. Clin. Nutr. 2016, 103, 1291–1300. [CrossRef] [PubMed]

82. Gridneva, Z.; Kugananthan, S.; Hepworth, A.R.; Tie, W.J.; Lai, C.T.; Ward, L.C.; Hartmann, P.E.; Geddes, D.T. Effect of human
milk appetite hormones, macronutrients, and infant characteristics on gastric emptying and breastfeeding patterns of term fully
breastfed infants. Nutrients 2017, 9, 15. [CrossRef] [PubMed]

83. Volek, J.; Phinney, S. The Art and Science of Low Carbohydrate Performance. Beyond Obesity LLC. Available online: https:
//cdnstatic8.com/revolucaoketo.com/wp-content/uploads/2019/06/TheArt-Science-of-Low-Carb-Performance_VolekPhinney.pdf
(accessed on 10 March 2020).

84. Gleeson, S.; Mulroy, E.; Clarke, D.E. Lactation ketoacidosis: An unusual entity and a review of the literature. Perm. J. Spring 2016,
20, 71–73. [CrossRef]

85. Charfen, M.A.; Fernández-Frackelton, M. Diabetic ketoacidosis. Emerg. Med. Clin. N. Am. 2005, 23, 609–628. [CrossRef]
86. Greaney, D.J.; Benson, P. Life-threatening lactation or “Bovine” ketoacidosis: A case report. A&A Pract. 2016, 7, 81–84.
87. Kamalakannan, D.; Baskar, V.; Barton, D.M.; Abdu, T.A. Diabetic ketoacidosis in pregnancy. Postgrad. Med. J. 2003, 79, 454–457.

[CrossRef] [PubMed]
88. Dhatariya, K. Blood Ketones: Measurement, interpretation, limitations, and utility in the management of diabetic ketoacidosis.

Rev. Diabet. Stud. 2019, 13, 217–225. [CrossRef] [PubMed]
89. Ke, P.; Zhou, H.; Wang, Z.; Wu, X.; Lin, H.; Huang, X. Establishment of blood β-hydroxybutyrate threshold for diagnosis of type 2

diabetes ketoacidosis. J. South. Med Univ. 2014, 34, 1507–1510.
90. Sinha, N.; Venkatram, S.; Diaz-Fuentes, G. Starvation ketoacidosis: A cause of severe anion gap metabolic acidosis in pregnancy.

Case Rep. Crit. Care 2014, 2014, 906283. [CrossRef] [PubMed]
91. Bryant, S.N.; Herrera, C.L.; Nelson, D.B.; Cunningham, F.G. Diabetic ketoacidosis complicating pregnancy. J. Neonatal Perinatal.

Med. 2017, 10, 17–23. [CrossRef]
92. Hui, L.; Shuying, L. Acute starvation ketoacidosis in pregnancy with severe hypertriglyceridemia: A case report. Medicine 2018,

97, e0609. [CrossRef]
93. Dalfrà, M.G.; Burlina, S.; Sartore, G.; Lapolla, A. Ketoacidosis in diabetic pregnancy. J. Matern. Fetal Neonatal Med. 2016, 29,

2889–2895. [CrossRef]
94. Chico, M.; Levine, S.N.; Lewis, D.F. Normoglycemic diabetic ketoacidosis in pregnancy. J. Perinatol. 2008, 28, 310–312. [CrossRef]
95. Scholte, J.B.; Boer, W.E. A case of nondiabetic ketoacidosis in third term twin pregnancy. J. Clin. Endocrinol. Metab. 2012, 97,

3021–3024. [CrossRef] [PubMed]
96. Frise, C.J.; Mackillop, L. Starvation ketoacidosis. J. Intensive Care Soc. 2016, 17, 356. [CrossRef]
97. De Veciana, M. Diabetes ketoacidosis in pregnancy. In Seminars in Perinatology; WB Saunders: Philadelphia, PA, USA, 2013;

Volume 37, pp. 267–273.
98. White, S.L.; Pasupathy, D.; Sattar, N.; Nelson, S.M.; Lawlor, D.A.; Briley, A.L.; Seed, P.T.; Welsh, P.; Poston, L. UPBEAT Consortium.

Metabolic profiling of gestational diabetes in obese women during pregnancy. Diabetologia 2017, 60, 1903–1912. [CrossRef]
99. Harreiter, J.; Simmons, D.; Desoye, G.; Corcoy, R.; Adelantado, J.M.; Devlieger, R.; Galjaard, S.; Damm, P.; Mathiesen, E.R.;

Jensen, D.M.; et al. Nutritional lifestyle intervention in obese pregnant women, including lower carbohydrate intake, is associated
with increased maternal free fatty acids, 3-β-hydroxybutyrate, and fasting glucose concentrations: A secondary factorial analysis
of the European multicenter, randomized controlled DALI lifestyle intervention trial. Diabetes Care 2019, 42, 1380–1389.

100. Mohammad, M.A.; Sunehag, A.L.; Chacko, S.K.; Pontius, A.S.; Maningat, P.D.; Haymond, M.W. Mechanisms to conserve glucose
in lactating women during a 42-h fast. Am. J. Physiol. Endocrinol. Metab. 2009, 297, E879–E888. [CrossRef]

101. Al Alawi, A.M.; Al Flaiti, A.; Falhammar, H. Lactation ketoacidosis: A systematic review of case reports. Medicina 2020, 56, 299.
[CrossRef]

102. Nnodum, B.N.; Oduah, E.; Albert, D.; Pettus, M. Ketogenic diet-induced severe ketoacidosis in a lactating woman: A case report
and review of the literature. Case Rep. Nephrol. 2019, 2019, 1214208.

103. Herrera, B.M.; Keildson, S.; Lindgren, C.M. Genetics and epigenetics of obesity. Maturitas 2011, 69, 41–49. [CrossRef]
104. Youngson, N.A.; Morris, M.J. What obesity research tells us about epigenetic mechanisms. Philos. Trans. R Soc. Lond B Biol. Sci.

2013, 368, 20110337. [CrossRef] [PubMed]
105. Geraghty, A.A.; Sexton-Oates, A.; O’Brien, E.C.; Alberdi, G.; Fransquet, P.; Saffery, R.; McAuliffe, F.M. A low glycaemic index diet

in pregnancy induces DNA methylation variation in blood of newborns: Results from the ROLO randomised controlled trial.
Nutrients 2018, 10, 455. [CrossRef] [PubMed]

106. Dhasarathy, A.; Roemmich, J.N.; Claycombe, K.J. Influence of maternal obesity, diet and exercise on epigenetic regulation of
adipocytes. Mol. Asp. Med. 2017, 54, 37–49. [CrossRef]

107. Li, Y. Epigenetic mechanisms link maternal diets and gut microbiome to obesity in the offspring. Front. Genet. 2018, 9, 342.
[CrossRef]

108. Marousez, L.; Lesage, J.; Eberlé, D. Epigenetics: Linking early postnatal nutrition to obesity programming? Nutrients 2019, 11,
2966. [CrossRef]

http://doi.org/10.1016/j.beem.2018.02.001
http://www.ncbi.nlm.nih.gov/pubmed/29549957
http://doi.org/10.3945/ajcn.115.126375
http://www.ncbi.nlm.nih.gov/pubmed/27140533
http://doi.org/10.3390/nu9010015
http://www.ncbi.nlm.nih.gov/pubmed/28036041
https://cdnstatic8.com/revolucaoketo.com/wp-content/uploads/2019/06/TheArt-Science-of-Low-Carb-Performance_VolekPhinney.pdf
https://cdnstatic8.com/revolucaoketo.com/wp-content/uploads/2019/06/TheArt-Science-of-Low-Carb-Performance_VolekPhinney.pdf
http://doi.org/10.7812/TPP/15-097
http://doi.org/10.1016/j.emc.2005.03.009
http://doi.org/10.1136/pmj.79.934.454
http://www.ncbi.nlm.nih.gov/pubmed/12954957
http://doi.org/10.1900/RDS.2016.13.217
http://www.ncbi.nlm.nih.gov/pubmed/28278308
http://doi.org/10.1155/2014/906283
http://www.ncbi.nlm.nih.gov/pubmed/24963418
http://doi.org/10.3233/NPM-1663
http://doi.org/10.1097/MD.0000000000010609
http://doi.org/10.3109/14767058.2015.1107903
http://doi.org/10.1038/sj.jp.7211921
http://doi.org/10.1210/jc.2012-1391
http://www.ncbi.nlm.nih.gov/pubmed/22791759
http://doi.org/10.1177/1751143716644462
http://doi.org/10.1007/s00125-017-4380-6
http://doi.org/10.1152/ajpendo.00364.2009
http://doi.org/10.3390/medicina56060299
http://doi.org/10.1016/j.maturitas.2011.02.018
http://doi.org/10.1098/rstb.2011.0337
http://www.ncbi.nlm.nih.gov/pubmed/23166398
http://doi.org/10.3390/nu10040455
http://www.ncbi.nlm.nih.gov/pubmed/29642382
http://doi.org/10.1016/j.mam.2016.10.003
http://doi.org/10.3389/fgene.2018.00342
http://doi.org/10.3390/nu11122966


Nutrients 2021, 13, 3702 16 of 19

109. Pauwels, S.; Ghosh, M.; Duca, R.C.; Bekaert, B.; Freson, K.; Huybrechts, I.; Langie, S.A.S.; Koppen, G.; Devlieger, R.; Godderis, L.
Dietary and supplemental maternal methyl-group donor intake and cord blood DNA methylation. Epigenetics 2017, 12, 1–10.
[CrossRef]

110. Pauwels, S.; Ghosh, M.; Duca, R.C.; Bekaert, B.; Freson, K.; Huybrechts, I.; Langie, S.A.S.; Koppen, G.; Devlieger, R.; Godderis, L.
Maternal intake of methyl-group donors affects DNA methylation of metabolic genes in infants. Clin. Epigenetics 2017, 9, 16.
[CrossRef] [PubMed]

111. Anderson, O.S.; Sant, K.E.; Dolinoy, D.C. Nutrition and epigenetics: An interplay of dietary methyl donors, one-carbon
metabolism, and DNA methylation. J. Nutr. Biochem. 2012, 23, 853–859. [CrossRef] [PubMed]

112. Alsharairi, N.A. Is there an effect of methyl donor nutrient supplementation on metabolic syndrome in humans? Med. Sci. 2020,
8, 2. [CrossRef] [PubMed]

113. Newman, J.C.; Verdin, E. β-hydroxybutyrate: A signaling metabolite. Annu. Rev. Nutr. 2017, 37, 51–76. [CrossRef]
114. Xie, Z.; Zhang, D.; Chung, D. Metabolic regulation of gene expression by histone lysine β-hydroxybutyrylation. Mol. Cell 2016,

62, 194–206. [CrossRef]
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