Supplemental Table 1: Clinical characteristics of the study participate

Maternal Infant
Participant Age BMI Weight gain | Smoking Blood [Additive Maternal Sex Birthweight | Abdominal | Infant Siblings
number (years) (kg/cm?) | during habits type omega 3 antibiotic (kg) (WHO pain antibiotic
pregnancy consumption | treatment percentile) treatment
(kg)

1 37 27 9 no A+ no no male |3 (23%) yes no yes
2 35 20 17 no B+ no no female | 3.4 (64%) yes no yes
3 32 23 15 yes AB+ no yes male |[3.4 (53%) no no yes

(Synthomyci

ne)
4 25 24 16 no A+ no no female | 3.3 (57%) no no yes
5 33 22 13 no A+ no no female | 3.1 (42%) no no yes
6 38 23 15 no B+ no no male |[3.7 (78%) yes no yes
7 29 20 17 no A+ yes yes, during |female |3.2 (51%) yes no no

the labor

(penicillin)
8 36 20 10 no O+ no no female |2.9 (20%) yes no yes
9 31 21 7 no O+ no no female | 3.3 (57%) yes no yes
10 33 20 14 no data O+ yes no female | 3.3 (53%) yes no yes
11 35 30 no data no A+ no no female | 3.2 (47%) yes no yes
13 39 21 9 no A+ yes no male |3.4(54%) yes no yes
14 34 22 8 no AB+ no no female | 3.0 (33%) yes no yes
15 30 22 18 no B+ no no female | 3.7 (82%) yes no yes
17 27 20 9 no A+ no no male [3.1(29%) yes no yes
18 32 19 12 no A+ no no female | 3.2 (49%) yes no yes
19 29 21 13 no B+ yes (duringl |no male | 3.4 (58%) no no no

month after
labor)

20 34 37 9 no data B+ no yes female | 3.2 (44%) yes no yes

(moxivite

forte 3

months after

labor)
21 32 26 no data no AB+ no no female | 2.4 (3%) yes no yes
22 37 19 14 no O- no no male [3.2 (39%) yes no yes
23 40 32 no data no data A+ no data no data male [3.8 (83%) yes no yes
24 29 24 15 no O+ yes yes, during |female |3.5 (74%) yes no no

the labor

(penicillin)




Supplemental Figure 1: Chemical transesterification using acid
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Supplemental Figure 2: Comparison between infant gut
microbiome and human milk microbiome
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Supplemental Figure 3: inter and intra- subject comparisons
between infant's stool bacterial composition in weighted unifrac
distance diagrams
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|Supplementa| Table 2: Interactions between human milk bacteria and FFQ nutrition components”
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OTU_30
OTU_13
OTU 33
OTU 23
OTU_24
OoTU_15
OTU_37
OTU 62
oTU 1
OTU 571
OTU_30
OTU 670
OTU 23
OTU 33
OTU_328
OTU 291
OTU_15
OTU_30
OTU 24
OTU_131
OTU 571
OTU_533
OTU_291
OoTU 1
OTU_291
OTU_328
OTU_62
OTU_670
OTU_131
OTU_23
OTU_670
OTU_132
OTU_30
OTU_62
OTU_291
OoTU 1
OTU_455
OTU_30
OTU_261
OTU_ 15
OTU_15
OTU 571
OTU 33
OTU_37
OTU_37
OTU 571
OTU 13
OTU 261
OTU 13
OTU 62
OTU 23

*Samples from the second-
time point - 1 month after
delivery

1 99% identity to known
sequences in BLASTN
database-
s_pneumoniae/oralis/mitis/inf
antis/ oligofermentans

2 99% identity to known
sequences in BLASTN
database- s_haemolysans/
taiwanensis/parahaemolysans
/ sanguinis



| Supplemental Table 3: Interaction-human milk bacteria and FFQ nutrition components*
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* Samples from the third-time point - 3 months after delivery
1 99% identity to known sequences in BLASTN database- s_pneumoniae/oralis/mitis/infantis/ oligofermentans
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OTU_529
oTU 17
OTU_88
OTU_328
OTU_23
OTU_37
OTU_ 261
OTU_131
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