
Supplemental Table 1: Clinical characteristics of the study participate

InfantMaternal

SiblingsInfant 

antibiotic 

treatment

Abdominal

pain

Birth weight 

(kg) (WHO 

percentile)

SexMaternal 

antibiotic 

treatment

Additive 

omega 3 

consumption

Blood 

type

Smoking 

habits

Weight gain 

during 

pregnancy 

(kg)

BMI 

(kg/cm2)

Age 

(years)

Participant 

number

yesnoyes3 (23%)malenonoA+no927371

yesnoyes3.4 (64%)femalenonoB+no1720352

yesnono3.4 (53%)maleyes 

(Synthomyci

ne)

noAB+yes1523323

yesnono3.3 (57%)femalenonoA+no1624254

yesnono3.1 (42%)femalenonoA+no1322335

yesnoyes3.7 (78%)malenonoB+no1523386

nonoyes(51% )3.2femaleyes, during 

the labor 

(penicillin)

yesA+no1720297

yesnoyes(20% )2.9femalenonoO+no1020368

yesnoyes3.3 (57%)femalenonoO+no721319

yesnoyes3.3 (53%)femalenoyesO+no data14203310

yesnoyes(47% )3.2femalenonoA+nono data303511

yesnoyes(54% )3.4malenoyesA+no9213913

yesnoyes(33% )3.0femalenonoAB+no8223414

yesnoyes(82% )3.7femalenonoB+no18223015

yesnoyes(29% )3.1malenonoA+no9202717

yesnoyes(49% )3.2femalenonoA+no12193218

nonono(58% )3.4malenoyes (during 1 

month after 

labor)

B+no13212919

yesnoyes(44% )3.2femaleyes 

(moxivite 

forte 3 

months after 

labor)

noB+no data9373420

yesnoyes(3% )2.4femalenonoAB+nono data263221

yesnoyes(39% )3.2malenonoO-no14193722

yesnoyes(83% )3.8maleno datano dataA+no datano data324023

nonoyes(74% )3.5femaleyes, during 

the labor 

(penicillin)

yesO+no15242924



Supplemental Figure 1: Chemical transesterification using acid



Supplemental Figure 2: Comparison between infant gut 
microbiome and human milk microbiome



Supplemental Figure 3: inter and intra- subject comparisons 
between infant's stool bacterial composition in weighted unifrac
distance diagrams



Supplemental Table 2: Interactions between human milk bacteria and FFQ nutrition components*

OTUsTaxonomic nameffqrhopq

OTUs' repeats out 

of all the samples 

(%)

OTU_30g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6980099%

OTU_13g__Streptococcus ; s__Unknown1Fatty_acids_total_polyunsaturated-0.70600100%

OTU_33g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7140099%

OTU_23g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.72100100%

OTU_24g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7230099%

OTU_15g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7250099%

OTU_37g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7260097%

OTU_62g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7260099%

OTU_1g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.73900100%

OTU_571g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.7460091%

OTU_30g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.750099%

OTU_670g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.650.0010.03491%

OTU_23g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6520.0010.034100%

OTU_33g__Streptococcus; s__Unknown1Folic_acid-0.6530.0010.03499%

OTU_328g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6560.0010.03491%

OTU_291g__Streptococcus; s__Unknown1Total_lipid_fat-0.6580.0010.03490%

OTU_15g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.660.0010.03499%

OTU_30g__Streptococcus; s__Unknown1Total_lipid_fat-0.6670.0010.03499%

OTU_24g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6710.0010.03499%

OTU_131g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6720.0010.03497%

OTU_571g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6750.0010.03491%

OTU_533g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6790.0010.03490%

OTU_291g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6850.0010.03490%

OTU_1g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6880.0010.034100%

OTU_291g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6890.0010.03490%

OTU_328g__Streptococcus; s__Unknown1Carbohydrate_by_difference-0.610.0030.04891%

OTU_62g__Streptococcus; s__Unknown1Total_lipid_fat-0.610.0030.04899%

OTU_670g__Streptococcus; s__Unknown1Carbohydrate_by_difference-0.6110.0030.04891%

OTU_131g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6120.0030.04897%

OTU_23g__Streptococcus; s__Unknown1Total_lipid_fat-0.6120.0030.048100%

OTU_670g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6130.0030.04891%

OTU_132f__Gemellaceae; g__; s__Unknown2Folic_acid-0.6130.0030.04874%

OTU_30g__Streptococcus; s__Unknown1Folic_acid-0.6140.0030.04899%

OTU_62g__Streptococcus; s__Unknown1Folic_acid-0.6140.0030.04899%

OTU_291g__Streptococcus; s__Unknown1Energy-0.6170.0030.04890%

OTU_1g__Streptococcus; s__Unknown1Folic_acid-0.6180.0030.048100%

OTU_455g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6190.0030.04890%

OTU_30g__Streptococcus; s__Unknown1Carbohydrate_by_difference-0.6210.0030.04899%

OTU_261g__Streptococcus; s__Unknown1Fatty_acids_total_polyunsaturated-0.6220.0030.04891%

OTU_15g__Streptococcus; s__Unknown1Total_lipid_fat-0.6220.0030.04899%

OTU_15g__Streptococcus; s__Unknown1Folic_acid-0.6230.0030.04899%

OTU_571g__Streptococcus; s__Unknown1Carbohydrate_by_difference-0.6250.0020.04891%

OTU_33g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6270.0020.04899%

OTU_37g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6270.0030.04897%

OTU_37g__Streptococcus; s__Unknown1Folic_acid-0.630.0030.04897%

OTU_571g__Streptococcus; s__Unknown1Total_lipid_fat-0.6310.0020.04891%

OTU_13g__Streptococcus; s__Unknown1Folic_acid-0.6320.0030.048100%

OTU_261g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6330.0020.04891%

OTU_13g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.640.0020.048100%

OTU_62g__Streptococcus; s__Unknown1Fatty_acids_total_monounsaturated-0.6420.0020.04899%

OTU_23g__Streptococcus; s__Unknown1Folic_acid-0.6420.0020.048100%

OTU_571g__Streptococcus; s__Unknown1Folic_acid-0.6420.0020.04891%

*Samples from the second-
time point - 1 month after 
delivery
1 99% identity to known 
sequences in BLASTN 
database-
s_pneumoniae/oralis/mitis/inf
antis/ oligofermentans
2 99% identity to known 
sequences in BLASTN 
database- s_haemolysans/ 
taiwanensis/parahaemolysans
/ sanguinis



Supplemental Table 3: Interaction-human milk bacteria and FFQ nutrition components*

OTUsTaxonomic nameFFQ variablerhopQ

OTUs' repeats out 

of all the samples 

(%)

OTU_529g__Streptococcus; s__Unknown1Vitamin_B_12-0.6950091%

OTU_17g__Rothia; s__mucilaginosaVitamin_B_12-0.5250.0140.092273%

OTU_88g__Streptococcus; s__ Unknown1Folic_acid-0.5250.0140.092250%

OTU_328g__Streptococcus; s__ Unknown1Total_lipid_fat-0.5260.0140.092291%

OTU_23g__Streptococcus; s__ Unknown1Fatty_acids_total_saturated-0.5260.0140.0922100%

OTU_37g__Streptococcus; s__ Unknown1Fatty_acids_total_saturated-0.5260.0140.092297%

OTU_261g__Streptococcus; s__ Unknown1Folic_acid-0.5270.0140.092291%

OTU_131g__Streptococcus; s__ Unknown1Total_lipid_fat-0.5280.0140.092297%

OTU_150g__Staphylococcus; s__ epidermidis Total_lipid_fat-0.5280.0140.092294%

OTU_529g__Streptococcus; s__ Unknown1Carbohydrate_by_difference-0.5290.0140.092291%

OTU_33g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5290.0140.092299%

OTU_455g__Streptococcus; s__ Unknown1Fatty_acids_total_saturated-0.5290.0140.092290%

OTU_150g__Staphylococcus; s__ epidermidis Fatty_acids_total_saturated-0.530.0140.092294%

OTU_62g__Streptococcus; s__ Unknown1Fatty_acids_total_monounsaturated-0.530.0130.092299%

OTU_69g__Staphylococcus; s__ hominisFatty_acids_total_monounsaturated-0.530.0130.092289%

OTU_30g__Streptococcus; s__ Unknown1Fatty_acids_total_saturated-0.5310.0140.092299%

OTU_455g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5330.0130.092290%

OTU_13g__Streptococcus; s__ Unknown1Vitamin_B_12-0.5340.0140.0922100%

OTU_131g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5340.0130.092297%

OTU_291g__Streptococcus; s__ Unknown1Fatty_acids_total_saturated-0.5340.0130.092290%

OTU_291g__Streptococcus; s__ Unknown1Protein-0.5350.0120.092290%

OTU_62g__Streptococcus; s__ Unknown1Cholesterol-0.5350.0130.092299%

OTU_533g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5350.0130.092290%

OTU_23g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5370.0120.0922100%

OTU_498g__Streptococcus; s__ Unknown1Vitamin_B_12-0.5380.0120.092290%

OTU_455g__Streptococcus; s__ Unknown1Total_lipid_fat-0.5390.0120.092290%

OTU_529g__Streptococcus; s__ Unknown1Folic_acid-0.5390.0120.092291%

OTU_15g__Streptococcus; s__ Unknown1Cholesterol-0.540.0130.092299%

OTU_1g__Streptococcus; s__ Unknown1Protein-0.5430.0120.0922100%

OTU_37g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5430.0110.092297%

OTU_13g__Streptococcus; s__ Unknown1Total_lipid_fat-0.5440.0120.0922100%

OTU_529g__Streptococcus; s__ Unknown1Energy-0.5440.0110.092291%

OTU_13g__Streptococcus; s__ Unknown1Fatty_acids_total_trans-0.5440.0120.0922100%

OTU_15g__Streptococcus; s__ Unknown1Total_lipid_fat-0.5450.0120.092299%

OTU_150g__Staphylococcus; s__ epidermidis Protein-0.5460.010.092294%

OTU_131g__Streptococcus; s__ Unknown1Cholesterol-0.5460.010.092297%

OTU_291g__Streptococcus; s__ Unknown1Fructose-0.5470.010.092290%

OTU_261g__Streptococcus; s__ Unknown1Protein-0.5480.010.092291%

OTU_455g__Streptococcus; s__ Unknown1Energy-0.5480.010.092290%

* Samples from the third-time point - 3 months after delivery
1 99% identity to known sequences in BLASTN database- s_pneumoniae/oralis/mitis/infantis/ oligofermentans


