Supplemental Figure 1: Phylogenetic Diversity
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Supplemental Figure 2: Obeserved OTUs
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Supplemental Figure 3. Unweighted Unifrac PCoA
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Supplemental Figure 4. Weighted Unifrac PCoA
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All within Treatment vs. All between Treatment t=2.1 p=0.03 Bonferroni-correct p-value=1.0
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