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Supplementary Materials:

Supplemental Figure S1. Representative image of one selected strain challenged with different
antibiotics. CRO=ceftriaxone 30 pg, IPM=imipenem 10 ug, ATM=aztreonam 30 ug,
ERI=erythromycin 15 ug, VAN=vancomycin 30 pg, CLO=chloramphenicol 30 ug, TET=tetracycline
30 pug, NIT=nitrofurantoin 300 ug, NOR=norfloxacin 10 pug e CIP=ciprofloxacin 5 pg.
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Supplemental Figure S2. Weekly average CFU counts of Lactobacillus rhamnosus GG. 1% week: before
the DSS administration; 2" week: During DSS administration. Values are represented as the average
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of four CFU counts along the week.

Supplemental Table S1. Weekly viability of the strains isolated from the DSS+PP group in log1oCFU.
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Animal Strain 1st week 27 week
Bifidobacterium spp. 9.23+0.02 9.97+0.02

1 Bifidobacterium spp. 9.21+0.02 9.57+0.01
Lactobacillus spp. 9.64+0.06 9.85+0.03
Bifidobacterium spp. 9.34+0.02 9.62+0.02

2 Bifidobacterium spp. 9.000.03 9.35+0.02
Lactobacillus spp. 9.22+0.03 9.19+0.02
Bifidobacterium spp. 9.52+0.03 9.80+0.01

3 Bifidobacterium spp. 9.32+0.02 9.62+0.06
Lactobacillus spp. 9.30+0.04 9.61+0.09
Bifidobacterium spp. 9.40+0.06 9.17+0.09

4 Bifidobacterium spp. 9.94+0.02 9.17+0.06
Lactobacillus spp. 9.660.01 9.62+0.02
Bifidobacterium spp. 9.28+0.02 9.91+0.02

5 Bifidobacterium spp. 9.52+0.02 9.97+0.01
Lactobacillus spp. 9.28+0.01 9.72+0.02
Bifidobacterium spp. 9.12+0.04 9.17+0.03

6 Bifidobacterium spp. 9.18+0.01 9.76+0.01
Lactobacillus spp. 9.83+0.03 9.90+0.06
Bifidobacterium spp. 9.62+0.08 9.70+0.03

7 Bifidobacterium spp. 9.38+0.03 9.80+0.04
Lactobacillus spp. 9.20+0.04 9.80+0.04
Bifidobacterium spp. 9.24+0.02 9.80+0.04

8 Bifidobacterium spp. 9.22+0.06 9.77+0.02
Lactobacillus spp. 9.90+0.04 9.96+0.02

9 Bifidobacterium spp. 9.25+0.02 9.50+0.02
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Bifidobacterium spp. 9.64+0.02 9.99+0.01
Lactobacillus spp. 9.32+0.01 9.57+0.06
Bifidobacterium spp. 9.40+0.02 9.66+0.05
10 Bifidobacterium spp. 9.62+0.04 9.62+0.04
Lactobacillus spp. 9.50+0.08 9.90+0.02
25 Results correspond to the weekly average CFU counts + standard deviation (SD) of each isolate from

26 group DSS+PP.
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