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Table S2. Read mapping results for the Namib Saline metaviromes (Gobabeb and Swakopmund Saline) to other publically available metaviromes.

. Metavirome Reads GS Reads Metavirome Reads
. . Number  Sequencing . . . SS Reads Mapped
Metavirome Biome Reference Mapped against GS  Mapped against Mapped against SS . .
of Reads Platform A . , against Metaviromes
Contigs Metaviromes Contigs
GS reads Saline 15,207,796 Illumina This study 14,098,128 ND 8,767,600 ND
SS reads Saline 15,833,257 Illumina This study 8,220,907 ND 14,749,408 ND
GOM ssDNA Seawater 87,274 454 [43] 0 179 2 111
Saanich Inlet ssDNA Seawater 96,950 454 [43] 0 3848 0 ND
SOG ssDNA Seawater 95,402 454 [43] 0 33 0 ND
Antarctic Lake Spring ~ Fresh water 41,322 454 [81] 0 23 0 0
Antarctic Lake Fresh water 38,475 454 [81] 1 328 0 0
Summer
Lake Pavin Freshwater 649,290 454 [49] 2 ND 4 ND
Lake Bourget Freshwater 593,084 454 [49] 29 ND 36 ND
Hamdoun Freshwater 39,404 454 [82] 0 11 1 1
El Berbera Freshwater 75,921 454 [82] 8 34 5 5
1lij Freshwater 62,059 454 [82] 2 30 1 1
Molomhar Freshwater 75,709 454 [82] 3 20 0 0
FTR July 2007 Freshwater 116,107 454 [83] 0 4 0 0
FTR Aug 2007 Freshwater 96,373 454 [83] 3 263 1 1
FTR Jan 2008 Freshwater 76,396 454 [83] 0 11 0 0
Lake Michi 7th
ake Michigan 57¢ Freshwater 296,610 Illumina MetaVir Project ID 3305 209 14,684 18 338
Street Beach
Lake Michi
ake Michigan Freshwater 295,664 Illumina MetaVir Project ID 3306 463 30,349 34 358
Montrose Beach
Saltern Low 0704 Saline 268,049 454 [1] 9 20 11 11
Saltern Low 111005 Saline 109,836 454 [1] 1 9 1 1
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Saltern Low 112805 Saline 62,363 454 [1] 39 6 43 43
Saltern Medium 111005 Saline 39,348 454 [1] 1 0 0 0
Saltern Medium 112205 Saline 55,142 454 [1] 1 2 0 0
Saltern Medium 111605 Saline 58,319 454 [1] 3 2 2 2

Saltern High 111605 Saline 151,180 454 [1] 29 11 1 1

Saltern High 120705 Saline 46,628 454 [1] 7 5 4 4

Saltern High 112805 Saline 4536 454 [1] 11 10 7 7

Octopus hot spring Hot spring 22,272 Sanger [37] 1 360 0 0

Bearpaw hot spring Hot spring 8352 Sanger [37] 3 486 2 2

Salton Sea 1 Vir
H li 454 MetaVir Project ID 47
20060823 ypersaline 50,935 5 etaVir Projec 0 0 3 3
Salton Sea 2 Vir
t 27, 454 MetaVir Project ID 1 1
20060823 Seawater ,689 5 etaVir Projec 50 0 0
POV LA26S Seawater 165,256 454 [84] 15 806 0 22
Indian Ocean GS108 Seawater 320,104 454 [59] 132 3659 44 2,240
Human gut subject 1 Host 3638 Mlumina [85] ND 17 ND 12
(contigs) associated
Human gut all subjects Host- 10,202 lllumina [85] ND 334 ND 2,450
(contigs) associated
Antarctic Hypolith Soil- 32,574 lllumina [60] ND 428,098 ND 42,598
(contigs) associated
Antarctic Open Soil
arctic Lpen 5ol Soil 8442 Nllumina [60] ND 153,397 ND 13,520
(contigs)
ib Hypolith il-
Namib Hypoli Sof 4574 Nllumina [29] ND 263 ND 17
(contigs) associated
Lake Lanier VEJULL ¢ o ater 23,132 Nllumina MetaVir Project ID 2734 ND 73 ND 5
(contigs)
Lake Lani EP2A
ake Lanier VCS Freshwater 1767 Illumina MetaVir Project ID 2736 ND 0 ND 0
(contigs)
Dunk Island (contigs) Seawater 3210 454 [84] ND 6 ND 76
Fitzroy Island (contigs) Seawater 2382 454 [84] ND 22 ND 106
P2 Saloon (contigs) Saline 7302 [llumina MetaVir Project ID 1701 ND 112 ND 127
P5 Ngallou (contigs) Saline 3018 [llumina MetaVir Project ID 1700 ND 131 ND 98
P6 Lake Retba (contigs) Saline 884 Illumina MetaVir Project ID 1702 ND 53 ND 0
P7 Ngallou (contigs) Saline 1312 Illumina MetaVir Project ID 1703 ND 17 ND 10

ND: not determined due to large reference index sizes.
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