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Table S1. List of Annotated VpaE1 ORFs.

Identit %/Similarit
VpaE1l ORF, Predicted Function entity aa %/Similarity

S . o E Val
Position (Protein Length aa) Significant Match (Protein Length aa) aa% (Le.ngth of the alue
Overlapping Segment)
ORFO01 gb| AGF88671.11 rIIA protein 98/99
1..2367 TIA (788) Salmonella phage FSL SP-010 (786) (786) 00
ORF02 1IB (369) gbl AFU624.47 .1 | hypothetical protein 99/99 0.0
2449..3558 Escherichia phage EC6 (369) (369)
ORF03 . . gb | AGF88669.11 hypothetical protein SP010_00055 99/99
3660..4208 hypothetical protein (182) Salmonella phage FSL SP-010 (182) (182) de-129
ORF04 putative PseT polynucleotide 5'- refINP_944782.11 hypothetical protein Felix01p006 98/99 5e-168
4186..4881 kinase/3'-phosphatase (231) Salmonella phage FelixO1 (231) (231)
ORFO05 . . AIK67816.1 hypothetical protein HY02_005 97/98
2e-102
4892..5356 hypothetical protein (154) Escherichia phage HY02 (159) (154) e-10
ORF06 . . refINP 944790.11 phage conserved protein 100/100
2e-7.
5409..5756 hypothetical protein (115) Salmonella phage FelixO1 (115) (115) e78
ORF07 . . refINP 944791.11 hypothetical protein Felix01p015 100/100
2e-57
5650..5919 hypothetical protein (89) Salmonella phage FelixO1 (89) (89) ¢
ORF08 . . gbl AGF89432.11 hypothetical protein SP107_00310 98/100
3e-59
5916..6185 hypothetical protein (89) Salmonella phage FSL SP-107 (89) (89) ©
ORF09 . . refINP 944793.2| hypothetical protein Felix01p017 100/100
6182..6496 hypothetical protein (104) Salmonella phage FelixO1 (102) (102) 3e-69
ORF10 . . gb| AGR48411.11 hypothetical protein JH2_015 96/98
6182..6496 hypothetical protein (108) Escherichia phage JH2 (108) (108) 3e70
ORF11 . . YP 009146257.1 hypothetical protein HB2014_12 100/100
3e-45
6787.7014 hypothetical protein (75) Salmonella phage HB-2014 (75) (75) ©



http://www.ncbi.nlm.nih.gov/protein/451938385?report=genbank&log$=protalign&blast_rank=1&RID=NM4T6HZG01R
http://www.ncbi.nlm.nih.gov/protein/408385014?report=genbank&log$=protalign&blast_rank=1&RID=NM574GPZ01R
http://www.ncbi.nlm.nih.gov/protein/451938383?report=genbank&log$=protalign&blast_rank=1&RID=NM5A7GTT01R
http://www.ncbi.nlm.nih.gov/protein/38707643?report=genbank&log$=protalign&blast_rank=1&RID=NM5ZV01101R
http://www.ncbi.nlm.nih.gov/protein/673939086?report=genbank&log$=prottop&blast_rank=2&RID=ZDRZ4SJG015
http://www.ncbi.nlm.nih.gov/protein/38707796?report=genbank&log$=protalign&blast_rank=1&RID=NM6DDV2P01R
http://www.ncbi.nlm.nih.gov/protein/38707650?report=genbank&log$=protalign&blast_rank=1&RID=NM6J2B4101R
http://www.ncbi.nlm.nih.gov/protein/451939258?report=genbank&log$=protalign&blast_rank=1&RID=NM6PNNJP01R
http://www.ncbi.nlm.nih.gov/protein/158267599?report=genbank&log$=protalign&blast_rank=2&RID=NM6UPS6B01R
http://www.ncbi.nlm.nih.gov/protein/525336763?report=genbank&log$=protalign&blast_rank=1&RID=NM7EBSW901R
http://www.ncbi.nlm.nih.gov/protein/849248371?report=genbank&log$=prottop&blast_rank=1&RID=ZDU8UDW0014
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http://www.ncbi.nlm.nih.gov/protein/238801742?report=genbank&log$=protalign&blast_rank=2&RID=NM7W8ZVR01R
http://www.ncbi.nlm.nih.gov/protein/402760865?report=genbank&log$=protalign&blast_rank=1&RID=NM82MT6V01R
http://www.ncbi.nlm.nih.gov/protein/849248376?report=genbank&log$=prottop&blast_rank=2&RID=ZDVG1GWE014
http://www.ncbi.nlm.nih.gov/protein/806934113?report=genbank&log$=prottop&blast_rank=2&RID=ZFTCTVZ901R
http://www.ncbi.nlm.nih.gov/protein/806934115?report=genbank&log$=prottop&blast_rank=2&RID=ZFTZ1NFA01R
http://www.ncbi.nlm.nih.gov/protein/451938501?report=genbank&log$=protalign&blast_rank=1&RID=NMDE3UC101R
http://www.ncbi.nlm.nih.gov/protein/38707667?report=genbank&log$=protalign&blast_rank=1&RID=NMDJGTW101R
http://www.ncbi.nlm.nih.gov/protein/806934118?report=genbank&log$=prottop&blast_rank=2&RID=ZFUHDV0K01R
http://www.ncbi.nlm.nih.gov/protein/849248382?report=genbank&log$=prottop&blast_rank=2&RID=ZFUJMDW401R
http://www.ncbi.nlm.nih.gov/protein/673939103?report=genbank&log$=prottop&blast_rank=2&RID=ZFUKEMVA01R
http://www.ncbi.nlm.nih.gov/protein/451938495?report=genbank&log$=protalign&blast_rank=1&RID=NMEAUDTX01R
http://www.ncbi.nlm.nih.gov/protein/525336879?report=genbank&log$=protalign&blast_rank=1&RID=NMEEN49B01R
http://www.ncbi.nlm.nih.gov/protein/806934123?report=genbank&log$=prottop&blast_rank=2&RID=ZFV879MA01R
http://www.ncbi.nlm.nih.gov/protein/451939315?report=genbank&log$=protalign&blast_rank=1&RID=NMESWZ8401R
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http://www.ncbi.nlm.nih.gov/protein/408386589?report=genbank&log$=protalign&blast_rank=1&RID=NMF0TVGV01R
http://www.ncbi.nlm.nih.gov/protein/238801760?report=genbank&log$=protalign&blast_rank=1&RID=NMFF5R4F01R
http://www.ncbi.nlm.nih.gov/protein/451938475?report=genbank&log$=protalign&blast_rank=1&RID=NMFKSSCA01R
http://www.ncbi.nlm.nih.gov/protein/408386440?report=genbank&log$=protalign&blast_rank=1&RID=NMFR8HBS01R
http://www.ncbi.nlm.nih.gov/protein/815007159?report=genbank&log$=prottop&blast_rank=2&RID=ZFWKZ8MB01R
http://www.ncbi.nlm.nih.gov/protein/806934131?report=genbank&log$=prottop&blast_rank=2&RID=ZFX1RNNJ01R
http://www.ncbi.nlm.nih.gov/protein/38707679?report=genbank&log$=protalign&blast_rank=1&RID=NWMRAPEK01R
http://www.ncbi.nlm.nih.gov/protein/806934132?report=genbank&log$=prottop&blast_rank=2&RID=ZFX40BJT01R
http://www.ncbi.nlm.nih.gov/protein/238801767?report=genbank&log$=protalign&blast_rank=1&RID=NWN2X1X801R
http://www.ncbi.nlm.nih.gov/protein/815007154?report=genbank&log$=prottop&blast_rank=2&RID=ZFYGP4CZ01R
http://www.ncbi.nlm.nih.gov/protein/238801769?report=genbank&log$=protalign&blast_rank=1&RID=NWNBAVN701R
http://www.ncbi.nlm.nih.gov/protein/849248401?report=genbank&log$=prottop&blast_rank=2&RID=ZG0DKCMD01R
http://www.ncbi.nlm.nih.gov/protein/451939302?report=genbank&log$=protalign&blast_rank=1&RID=NWPA9GRW01R
http://www.ncbi.nlm.nih.gov/protein/451938485?report=genbank&log$=protalign&blast_rank=1&RID=NWPHCAMD01R
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http://www.ncbi.nlm.nih.gov/protein/269975364?report=genbank&log$=protalign&blast_rank=1&RID=NWPRNXS401R
http://www.ncbi.nlm.nih.gov/protein/238801774?report=genbank&log$=protalign&blast_rank=1&RID=NWPZ08NM01R
http://www.ncbi.nlm.nih.gov/protein/238801775?report=genbank&log$=protalign&blast_rank=1&RID=NWR8UVP501R
http://www.ncbi.nlm.nih.gov/protein/158267604?report=genbank&log$=protalign&blast_rank=2&RID=NWRH5G1301R
http://www.ncbi.nlm.nih.gov/protein/238801777?report=genbank&log$=protalign&blast_rank=1&RID=NWS006HG01R
http://www.ncbi.nlm.nih.gov/protein/525336857?report=genbank&log$=protalign&blast_rank=1&RID=NWSA5MR401R
http://www.ncbi.nlm.nih.gov/protein/806934147?report=genbank&log$=prottop&blast_rank=2&RID=ZG1TJJEW01R
http://www.ncbi.nlm.nih.gov/protein/402760962?report=genbank&log$=protalign&blast_rank=1&RID=NYJZYMZF01R
http://www.ncbi.nlm.nih.gov/protein/38707712?report=genbank&log$=protalign&blast_rank=2&RID=NYK9WZBW01R
http://www.ncbi.nlm.nih.gov/protein/38707824?report=genbank&log$=protalign&blast_rank=1&RID=NYMUDCPH01R
http://www.ncbi.nlm.nih.gov/protein/38707825?report=genbank&log$=protalign&blast_rank=2&RID=NYN1KZH501R
http://www.ncbi.nlm.nih.gov/protein/238801791?report=genbank&log$=protalign&blast_rank=2&RID=NYNDR5BB01R
http://www.ncbi.nlm.nih.gov/protein/525336849?report=genbank&log$=protalign&blast_rank=1&RID=NYNPX3XY01R
http://www.ncbi.nlm.nih.gov/protein/38707828?report=genbank&log$=protalign&blast_rank=1&RID=NYNVC65P01R
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http://www.ncbi.nlm.nih.gov/protein/38707715?report=genbank&log$=protalign&blast_rank=1&RID=NYNZV14501R
http://www.ncbi.nlm.nih.gov/protein/806934155?report=genbank&log$=prottop&blast_rank=2&RID=ZG3EF3P401N
http://www.ncbi.nlm.nih.gov/protein/269975297?report=genbank&log$=protalign&blast_rank=1&RID=NYPPDAJ401R
http://www.ncbi.nlm.nih.gov/protein/38707832?report=genbank&log$=protalign&blast_rank=1&RID=NYPBUTDB01R
http://www.ncbi.nlm.nih.gov/protein/38707833?report=genbank&log$=protalign&blast_rank=1&RID=NYPV724B01R
http://www.ncbi.nlm.nih.gov/protein/238801800?report=genbank&log$=protalign&blast_rank=1&RID=NYR0T1G101R
http://www.ncbi.nlm.nih.gov/protein/38707835?report=genbank&log$=protalign&blast_rank=1&RID=NYR6VXU301R
http://www.ncbi.nlm.nih.gov/protein/402760947?report=genbank&log$=protalign&blast_rank=1&RID=NYRDXBD701R
http://www.ncbi.nlm.nih.gov/protein/238801803?report=genbank&log$=protalign&blast_rank=1&RID=NYRKY32X01R
http://www.ncbi.nlm.nih.gov/protein/38707838?report=genbank&log$=protalign&blast_rank=1&RID=NYRWH3AK01R
http://www.ncbi.nlm.nih.gov/protein/38707839?report=genbank&log$=protalign&blast_rank=1&RID=NYS1CXTX01R
http://www.ncbi.nlm.nih.gov/protein/451939277?report=genbank&log$=protalign&blast_rank=1&RID=NYSFS13801R
http://www.ncbi.nlm.nih.gov/protein/402760942?report=genbank&log$=protalign&blast_rank=1&RID=NYSBH0VF01R
http://www.ncbi.nlm.nih.gov/protein/238801808?report=genbank&log$=protalign&blast_rank=1&RID=NYSGUC8D01R
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http://www.ncbi.nlm.nih.gov/protein/408384946?report=genbank&log$=protalign&blast_rank=1&RID=NYSREFWX01R
http://www.ncbi.nlm.nih.gov/protein/402760939?report=genbank&log$=protalign&blast_rank=1&RID=NYSWYUSF01R
http://www.ncbi.nlm.nih.gov/protein/38707845?report=genbank&log$=protalign&blast_rank=1&RID=NYT3GJBM01R
http://www.ncbi.nlm.nih.gov/protein/451939271?report=genbank&log$=protalign&blast_rank=1&RID=NYT7C56G01R
http://www.ncbi.nlm.nih.gov/protein/806934172?report=genbank&log$=prottop&blast_rank=2&RID=ZG5506BG01N
http://www.ncbi.nlm.nih.gov/protein/451939269?report=genbank&log$=protalign&blast_rank=1&RID=NYTH1FP301R
http://www.ncbi.nlm.nih.gov/protein/806934174?report=genbank&log$=prottop&blast_rank=2&RID=ZG5BGU3501N
http://www.ncbi.nlm.nih.gov/protein/525336826?report=genbank&log$=protalign&blast_rank=1&RID=NYTWSNE001R
http://www.ncbi.nlm.nih.gov/protein/238801817?report=genbank&log$=protalign&blast_rank=1&RID=NYU9767W01R
http://www.ncbi.nlm.nih.gov/protein/525336824?report=genbank&log$=protalign&blast_rank=1&RID=NYU8A3UZ01R
http://www.ncbi.nlm.nih.gov/protein/451938439?report=genbank&log$=protalign&blast_rank=1&RID=NYW4B90J01R
http://www.ncbi.nlm.nih.gov/protein/238801820?report=genbank&log$=protalign&blast_rank=1&RID=NYW5FGXF01R
http://www.ncbi.nlm.nih.gov/protein/238801821?report=genbank&log$=protalign&blast_rank=1&RID=NYWB573301R
http://www.ncbi.nlm.nih.gov/protein/238801822?report=genbank&log$=protalign&blast_rank=1&RID=NYWCPRE601R
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http://www.ncbi.nlm.nih.gov/protein/451938435?report=genbank&log$=protalign&blast_rank=1&RID=NYWHPDS2014
http://www.ncbi.nlm.nih.gov/protein/38707733?report=genbank&log$=protalign&blast_rank=1&RID=NYWM221S01R
http://www.ncbi.nlm.nih.gov/protein/238801825?report=genbank&log$=protalign&blast_rank=1&RID=NYWY6VZG01R
http://www.ncbi.nlm.nih.gov/protein/38707858?report=genbank&log$=protalign&blast_rank=1&RID=NYX4B19301R
http://www.ncbi.nlm.nih.gov/protein/238801827?report=genbank&log$=protalign&blast_rank=1&RID=NYX8F64A01R
http://www.ncbi.nlm.nih.gov/protein/238801828?report=genbank&log$=protalign&blast_rank=1&RID=NYXCHFUR01R
http://www.ncbi.nlm.nih.gov/protein/402760921?report=genbank&log$=protalign&blast_rank=1&RID=NYXPK1MN01R
http://www.ncbi.nlm.nih.gov/protein/408384965?report=genbank&log$=protalign&blast_rank=1&RID=NYXS316H01R
http://www.ncbi.nlm.nih.gov/protein/806934190?report=genbank&log$=prottop&blast_rank=2&RID=ZG6N4F9S01N
http://www.ncbi.nlm.nih.gov/protein/806934193?report=genbank&log$=prottop&blast_rank=2&RID=ZG6T00P401N
http://www.ncbi.nlm.nih.gov/protein/525336807?report=genbank&log$=protalign&blast_rank=1&RID=NYY9CBUD01R
http://www.ncbi.nlm.nih.gov/protein/408386472?report=genbank&log$=protalign&blast_rank=1&RID=NYYG724A01R
http://www.ncbi.nlm.nih.gov/protein/525336806?report=genbank&log$=protalign&blast_rank=1&RID=NYZ0F97501R
http://www.ncbi.nlm.nih.gov/protein/408386473?report=genbank&log$=protalign&blast_rank=1&RID=NYZ8KUPE01R
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http://www.ncbi.nlm.nih.gov/protein/38707864?report=genbank&log$=protalign&blast_rank=1&RID=NYZFHJDG01R
http://www.ncbi.nlm.nih.gov/protein/408386475?report=genbank&log$=protalign&blast_rank=1&RID=NYZMFXYD01R
http://www.ncbi.nlm.nih.gov/protein/673939178?report=genbank&log$=prottop&blast_rank=2&RID=ZG7D5JB501N
http://www.ncbi.nlm.nih.gov/protein/38707755?report=genbank&log$=protalign&blast_rank=1&RID=NYZXG2JH01R
http://www.ncbi.nlm.nih.gov/protein/849248458?report=genbank&log$=prottop&blast_rank=2&RID=ZG7HZ5HG01N
http://www.ncbi.nlm.nih.gov/protein/238801842?report=genbank&log$=protalign&blast_rank=1&RID=NZ0EGB5301R
http://www.ncbi.nlm.nih.gov/protein/158267606?report=genbank&log$=protalign&blast_rank=1&RID=NZ0HYPMS01R
http://www.ncbi.nlm.nih.gov/protein/451939224?report=genbank&log$=protalign&blast_rank=1&RID=NZ258AUM014
http://www.ncbi.nlm.nih.gov/protein/451938413?report=genbank&log$=protalign&blast_rank=1&RID=NZ264VBV014
http://www.ncbi.nlm.nih.gov/protein/451938412?report=genbank&log$=protalign&blast_rank=1&RID=NZ1MJGAH01R
http://www.ncbi.nlm.nih.gov/protein/451938411?report=genbank&log$=protalign&blast_rank=1&RID=NZ2D1T1E014
http://www.ncbi.nlm.nih.gov/protein/238801848?report=genbank&log$=protalign&blast_rank=2&RID=NZ2DP9VH015
http://www.ncbi.nlm.nih.gov/protein/451938409?report=genbank&log$=protalign&blast_rank=1&RID=NZ2PGSH8015
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VpaE1l ORF Predicted Functi
pa . O ! redlc. ed Function Significant Match (Protein Length aa) aa% (Length of the E Value
Position (Protein Length aa) .
Overlapping Segment)
ORF109 . . refINP 944987.2| hypothetical protein Felix01p208 100/100
h hy 1 107 - -74
73854..74177 ypothetical protein (107) Salmonella phage FelixO1 (107) (107) Be
ORF110 . . AIK67920.1 hypothetical protein HY02_109 98/100
74170..74502 hypothetical protein (110) Escherichia phage HY02 (110) (110) 6e-73
ORF111 ribonucleoside triphosphate gb | AGF89405.11 ribonucleoside triphosphate reductase, alpha chain 99/99 0.0
74549..76783 reductase, alpha subunit (744) Salmonella phage FSL SP-107 (744) (744) )
ORF112 . . gblAFQ96123.11 hypothetical protein Phi87_112 99/99
76755..77096 hypothetical protein (113) Enterobacteria phage UAB_Phi87 (113) (113) 2e-76
ORF113 ribonucleoside triphosphate refINP 944994.11 ribonucleoside triphosphate reductase, beta chain 100/100 0.0
77033..78166 reductase, beta subunit (377) Salmonella phage FelixO1 (357) (357) )
ORF114 . gb | AFU63504.11 hypothetical protein 100/100
78166..78408 glutaredoxin (80) Salmonella phage SBA-1781 (80) (80) 553
ORF115 . . AIK67925.1 hypothetical protein HY02_114 100/100
78401..78607 hypothetical protein (68) Escherichia phage HY02 (68) (68) le-37
ORF116 . gbl ACZ55498.11 anaerobic nucleoside diphosphate reductase 98/99
NDP reduct 714 .
78656..80800 anaerobic NDP reductase (714) Staphylococcus phage SA1 (714) (714) 00
ORF117 MobE-like HNH homing gbl AFU63639.11 hypothetical protein 99/99 2e-118
80830..81366 endonuclease (178) Salmonella phage SPT-1 (185) (167) ¢
ORF118 . . AKC04947.1hypothetical protein AYO145A_119 94/96
81388..81555 hypothetical protein (55) Escherichia phage vB_EcoM_AYO145A (54) (54) 6e-27
ORF119 . . gbl AGF89411.11 hypothetical protein SP107_00205 97/96
hypothetical t 66 le-37
81531..81731 ypothetical protein (66) Salmonella phage FSL SP-107 (66) (66) €
ORF120 . . refINP 945002.11 hypothetical protein Felix01p222 99/99
hypothetical 131 - -91
81728..82123 ypothetical protein (131) Salmonella phage FelixO1 (131) (131) 3¢9
ORF121 . . ref|YP 002922911.11 hypothetical protein WV8_gp129 98/100
82120..82419 hypothetical protein (99) Escherichia phage wV8 (99) (99) 3e-66
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http://www.ncbi.nlm.nih.gov/protein/158267596?report=genbank&log$=protalign&blast_rank=2&RID=NZ2R06SE015
http://www.ncbi.nlm.nih.gov/protein/673939190?report=genbank&log$=prottop&blast_rank=2&RID=ZGWP8G8501N
http://www.ncbi.nlm.nih.gov/protein/451939231?report=genbank&log$=protalign&blast_rank=1&RID=NZ31J56R014
http://www.ncbi.nlm.nih.gov/protein/402760896?report=genbank&log$=protalign&blast_rank=1&RID=NZ3BEJD1015
http://www.ncbi.nlm.nih.gov/protein/38707874?report=genbank&log$=protalign&blast_rank=2&RID=NZ3CZ3JH014
http://www.ncbi.nlm.nih.gov/protein/408386488?report=genbank&log$=protalign&blast_rank=1&RID=NZ3P0ZAZ014
http://www.ncbi.nlm.nih.gov/protein/AIK67925.1
http://www.ncbi.nlm.nih.gov/protein/269975274?report=genbank&log$=protalign&blast_rank=1&RID=NZ4FSKYC014
http://www.ncbi.nlm.nih.gov/protein/408386628?report=genbank&log$=protalign&blast_rank=1&RID=NZ4HJ277015
http://www.ncbi.nlm.nih.gov/protein/806934216?report=genbank&log$=prottop&blast_rank=2&RID=ZGXGFH9G01N
http://www.ncbi.nlm.nih.gov/protein/451939237?report=genbank&log$=protalign&blast_rank=1&RID=NZ4VPW4J015
http://www.ncbi.nlm.nih.gov/protein/38707877?report=genbank&log$=protalign&blast_rank=1&RID=NZ55FF3U014
http://www.ncbi.nlm.nih.gov/protein/238801861?report=genbank&log$=protalign&blast_rank=1&RID=NZ58FCRH014

Table S1. Cont.

Identity aa %/Similarity

VpaE1l ORF Predicted Functi
pa . O ! redlc. ed Function Significant Match (Protein Length aa) aa% (Length of the E Value
Position (Protein Length aa) .
Overlapping Segment)
ORF122 anaerobic NTP reductase, small AJF40541.1anaerobic nucleoside-triphosphate reductase subunit 99/98 3e-115
82429..82914 subunit (161) Salmonella phage Mushroom (161) (161)
ORF123 . . refINP 945005.11 hypothetical protein Felix01p225 98/99
82877..83254 hypothetical protein (125) Salmonella phage FelixO1 (125) (125) Se-82
ORF124 . . refINP_945006.11 hypothetical protein Felix01p226 98/98
83221..83478 hypothetical protein (85) Salmonella phage FelixO1 (85) (85) 2e-51
ORF125 . . gbl AFU63635.11 hypothetical protein 100/100
hypothetical protein (1 -69
83481..83801 ypothetical protein (106) Salmonella phage SPT-1 (106) (106) Be-6
ORF126 . . AJF40538.1! hypothetical protein CPT_Mushroom8 99/99
h hi 1 171 2e-12
83853..84368 ypothetical protein (171) Salmonella phage Mushroom (171) 171) e-123
ORF127 . . gb1 AFQ96109.11 hypothetical protein Phi87_92 98/100
84361..84639 hypothetical protein (92) Enterobacteria phage UAB_Phi87 (92) 92) de-61
ORF128 ribose-phosphate gbl AFU63632.11 hypothetical protein 98/98 0.0
84651..85532 pyrophosphokinase (293) Salmonella phage SPT-1 (293) (293) )
ORF129 gb | AFU63402.11 hypothetical protein 100/100
HNH end it 1 le-11
85541..86032 NH endonuclease (163) Salmonella phage SBA-1781 (163) (163) e-116
ORF130 nicotinamide refINP 945019.11 Putative nictotinate phosphoribosyltransferase 98/99 0.0
86047..87828 phosphoribosyltransferase (593) Salmonella phage FelixO1 (593) (593) )
ORF131 . . gb| AGF88673.11 hypothetical protein SP010_00075 98/100
87882..88217 hypothetical protein (111) Salmonella phage FSL SP-010 (111) 111) 2e74
ORF132 . . refINP_945023.11 hypothetical membrane protein 100/100
hypothetical t 58 - 2e-34
88199..88375 ypothetical protein (58) Salmonella phage FelixO1 (58) (58) ¢
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http://www.ncbi.nlm.nih.gov/protein/751186107?report=genbank&log$=prottop&blast_rank=2&RID=ZGY9S3TD01N
http://www.ncbi.nlm.nih.gov/protein/38707879?report=genbank&log$=protalign&blast_rank=2&RID=NZ5H35UJ014
http://www.ncbi.nlm.nih.gov/protein/38707880?report=genbank&log$=protalign&blast_rank=1&RID=NZ7GG1UW015
http://www.ncbi.nlm.nih.gov/protein/408386624?report=genbank&log$=protalign&blast_rank=1&RID=NZ7H5NW8014
http://www.ncbi.nlm.nih.gov/protein/751186104?report=genbank&log$=prottop&blast_rank=2&RID=ZGYPD3G701N
http://www.ncbi.nlm.nih.gov/protein/408386623?report=genbank&log$=protalign&blast_rank=1&RID=NZ7NXXR3014
http://www.ncbi.nlm.nih.gov/protein/408386623?report=genbank&log$=protalign&blast_rank=1&RID=NZ7NXXR3014
http://www.ncbi.nlm.nih.gov/protein/402760882?report=genbank&log$=protalign&blast_rank=1&RID=NZ7PNUKD015
http://www.ncbi.nlm.nih.gov/protein/408386621?report=genbank&log$=protalign&blast_rank=1&RID=NZ7Z3MD6014
http://www.ncbi.nlm.nih.gov/protein/408386382?report=genbank&log$=protalign&blast_rank=1&RID=NZ80UDY7014
http://www.ncbi.nlm.nih.gov/protein/38707886?report=genbank&log$=protalign&blast_rank=1&RID=NZ8BJ669014
http://www.ncbi.nlm.nih.gov/protein/451938387?report=genbank&log$=protalign&blast_rank=1&RID=NZ8C41W7014
http://www.ncbi.nlm.nih.gov/protein/38707791?report=genbank&log$=protalign&blast_rank=1&RID=NZ8NW8CD015

